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NTDB id 29472 CPHY RS08715 WP 012199707.1 MIKLFKNLTKKEWLFVGISFVFIIAQVWLDLKLPDYMSEITMLVQTEGSTMTEILTAGGKMLTCALGSLVGAVIVAVLAAKVASN 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
consensus ! !*!! ! !!! ! *! !!* !!*!!! !*!!! !! !*!! !*! **!* *! !!! * !! !!*!* !! * !
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NTDB id 29472 CPHY RS08715 WP 012199707.1 FGARLRGHLFDKVQSFTMEEINRFSTSSLITRSTNDITQVQMLVVMGLQAMIKAPILAVWAIMKINGKSWQWTLTTTLAVLVLLV 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
consensus ! !!! **! *! ** !! *!! *!!*!!*!!!*!!*!***!!!*! * **!!*!!!!* !! !!! !! *!!!** *
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NTDB id 29472 CPHY RS08715 WP 012199707.1 VVGCCVILAMPKFKKLQKLTDDLNRVTRENLTGLRVVRAYNAEEYQGRKFEKANTELTGSNLFANRVMAMMLPSIQLVMSGLSLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
consensus ** *** *! !* * *! !!! !! !!! !!!*!!!!!!!!!*!! !! * ! !! !! !*! *! ! * *! !!!*!!
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NTDB id 29472 CPHY RS08715 WP 012199707.1 IYWVGAILIQEA............SMMDKMTLFSDMIVFSSYAMQVVMAFMMLIMIFIMLPRASVSAKRILEVLDTKPTIVDGQI 328
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
consensus !!!*!! !*** ************ * !****!!!!*!!!!!!!!!!**!!!** !!!*!!!! !!!!!! !!! ****
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NTDB id 29472 CPHY RS08715 WP 012199707.1 MSSKTRCKGEVEFKNVSFKYPDAEDYVIRNVSFTAKKGETVAFIGSTGCGKSTVVNLIPRFYDVTEGEVLVDGINVKEYSQYALR 413
NTDB id 369 SMU RS04255 WP 002263293.1 SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN 425
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NTDB id 29472 CPHY RS08715 WP 012199707.1 NKIGYVSQKATLFGGTIKSNVAFGDNGKDGYLATDIIEAVSTAQAAEFVEAKEESYDSFVAQGGANLSGGQKQRVSIARAICRHP 498
NTDB id 369 SMU RS04255 WP 002263293.1 NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKP 510
consensus !!*!!**!*! !! !!!*!!*!!! * ! !!* !!! !!! !! !* !!!!! ! !!!!!!!* !!!!**!*!

logo E I FL I FDDSFSALDYKTDRI
KLRDNADLAKKLEKCTAKDEAMTKL IVVAQR IGSTI

V
M
RDADHKI LVVLDEQGGKI

VVGI
QGTHEKEQLLMAKNTCNDE I

VYQEQIAYSQLSKEE
NTDB id 29472 CPHY RS08715 WP 012199707.1 EIFIFDDSFSALDYKTDRKLRDALKLECADATKLVVAQRIGTVRDADKIVVLDEGGIVGIGTHEQLMKTCEVYQQIAYSQLSKEE 583
NTDB id 369 SMU RS04255 WP 002263293.1 EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
consensus !! !!!!!!!!!!!!!!! !! ! * * !!!*!!!!! !* !!!*!*!!! ! *!! !!! !* ***!! !!!!!!!!!!
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NTDB id 29472 CPHY RS08715 WP 012199707.1 LA... 585
NTDB id 369 SMU RS04255 WP 002263293.1 LENGK 600
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