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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 294438 DMB87 RS01625 WP 129561125.1 ..MASVNKVILVGNLGAEPEVRYLPSGDAVANIRLATTDRYKDKASGEFKEMTEWHRVAFFGRLAEIVSEYLKKGSSVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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logo EGKQRLIKRQSTRKYWQADGKQNSDGTIQEDRTYTASYTDEVIQVGVAQDNGQVEYNGI L
MKQMLDGSGRANSGQSEQGNGSGDGFMAGPGAYDEGNQQEGDGMYNGDVQDPSAQQSEGSAGW
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQS..QEAYQRPAQQSR...........QP 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQS..QEAYQRPAQQSR...........QP 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGG.DFGGNQG.......SGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 294438 DMB87 RS01625 WP 129561125.1 EGRIRTRKWQAQDGTDRYSTEIVADQ....MQMLGGRSGG..GAPAGGDMGDD...GGYSREQSAPR..GGGRA.SGGGG 146
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGMNVPAQQGSWGQPQQPAK...........QH 148
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NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGG.NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 294438 DMB87 RS01625 WP 129561125.1 APRASG.GGAGGGGGGRSSAPAGGGFDEMDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQS......APQQYSQPQYNEPPMDFDDDIPF 177
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