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NTDB id 294437 DMB87 RS01515 WP 129561105.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVATAIAQNPLLENEDDWIASPLRVAADGSVIAQSPAPSGAEPMQ 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
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NTDB id 294437 DMB87 RS01515 WP 129561105.1 G...MGNGASSSASSNDSGEGEPRGVDEYDGLGGDSNGEASQWNLDDYGRSGNASDDDDLPPLQIHESTTTLRDHLMAQL 157
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHA....DTA...EASYENGSDFDSDYGTERSDWSLDDFARKPQ.SDEDDRAPMQLREAEPTQREFLMEQL 152
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NTDB id 294437 DMB87 RS01515 WP 129561105.1 RETNASLRDRALITFLIESLDEDGYLSTTCDEILADIPEELEVDADELNAALALLHSFDPAGVGARSASECLKLQLLRVI 237
NTDB id 1425 RS RS02020 WP 011000369.1 APLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQR.L 231
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NTDB id 294437 DMB87 RS01515 WP 129561105.1 SSPTRTLALEIVSNHLELLAARDFTRLRKQLKTGDDELREAHTLIRSLEPFPGAAYGKAEADYVVPDIFVKKVGQNWHAE 317
NTDB id 1425 RS RS02020 WP 011000369.1 DSPAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQ 311
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NTDB id 294437 DMB87 RS01515 WP 129561105.1 LNPEVVPKLRINHLYANILRNNRGDPGSGSLRQQLQEARWLIKNIQQRFETILRVAQAIVERQKNYFVHGEIAMRPLVLR 397
NTDB id 1425 RS RS02020 WP 011000369.1 LNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLR 391
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NTDB id 1425 RS RS02020 WP 011000369.1 EIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGE 471
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