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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 294435 DMB87 RS01195 WP 129561048.1 MSLAVVRSRAPAAGRAPDVTVEVHLANGLPSFSIVGLPDLEVRESRERVRAALSNCGFDFPVRRITVNLAPADLPKESGR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIE.RYLIMGELSLDGGLQPIKGVLPIAIRARE...........................E 130
NTDB id 294435 DMB87 RS01195 WP 129561048.1 FDLPIALGILAASGQIPAASLTAAREFAGELSLSGAVRPMRGAFAMACGTARAHSGAPQPPDTHDAAPAHTHFEAQASCA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLA.NHEFIGELALSGELRGVSAIIPAVLAAH............................K 131
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLA.NHEFIGELALSGELRGVSAIIPAVLAAH............................K 131
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLK.NYEFVGELALSGGLRTVKGVLPAALAAN............................K 131
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLE.SYEFIGELALSGEIRGVKGVLPAALAAN............................Q 131
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLK.QFEFVAELALTGQLRGVHGVIPAILAAQ............................K 131
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLK.RIELLGELSLTGHLRGVHGAIPAVLAAS............................K 131
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GFKGIILPKQNTREAAIVNDLEVYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVA 210
NTDB id 294435 DMB87 RS01195 WP 129561048.1 CTPEIYLPADNAAEAALVPGVDVYAVPDLRTLCAHLSGEEGARLAPVRASALD.AAQAASPPDMVDVIGQRGARRALEVA 239
NTDB id 1271 LPP RS03220 WP 011213198.1 DNQHLIIANANAAEASLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIA 207
NTDB id 1248 GCO85 RS03150 WP 011213198.1 DNQHLIIANANAAEASLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIA 207
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KQRHLVVPHANGDQAALVGKEQHKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIA 207
NTDB id 1153 A1552VC RS00115 WP 000521788.1 VERCLVVPHSNGDQAALVGVERHKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIA 207
NTDB id 1349 HI 1117 AAC22771.1 SKRELIIAKQNANEASLVSDQNTYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIA 211
NTDB id 1387 A4U84 RS06900 WP 020457569.1 AKREIIVPQQNANEVSLVSNTQTYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIA 210
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AAGGHNIILIGPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYP 290
NTDB id 294435 DMB87 RS01195 WP 129561048.1 AAGGHHLLMVGPPGAGKSMLAARLPGLLPPMTDAEALASAALLSASSLG.FSPQQWRRRPFRAPHHSSSAAALIGGRNPP 318
NTDB id 1271 LPP RS03220 WP 011213198.1 ACGGHSILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPP 286
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ACGGHSILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPP 286
NTDB id 1397 DSB67 RS15690 WP 005535577.1 AAGNHNLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSE.INEHNWKTRPFRAPHHSSSMAALVGGGSVP 286
NTDB id 1153 A1552VC RS00115 WP 000521788.1 AAGNHNLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQE.INQHNWKLRPFRAPHHSSSMAALVGGGTIP 286
NTDB id 1349 HI 1117 AAC22771.1 AAGQHNLLFLGPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNE.LNFHNWKQRPFRAPHHSASMPALVGGGTIP 290
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ASGQHNLLFLGPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNE.LNFQNWKKRPFRSPHHSASMVALVGGGSIP 289
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NTDB id 1323 RA0C RS07335 WP 004916218.1 QPGEISLAHNGVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFE 369
NTDB id 294435 DMB87 RS01195 WP 129561048.1 QPGEITLAHSGVLFLDELPEFDRHVLETLREPLEAGSITISRAAWQTDFPAACQLVAAMNPCPCGWRGDPSGRCRCTPEA 398
NTDB id 1271 LPP RS03220 WP 011213198.1 KPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDR 366
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDR 366
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RPGEISLAHNGLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQA 364
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RPGEISLAHNGLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQS 364
NTDB id 1349 HI 1117 AAC22771.1 KPGEISLATNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQ 368
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KPGEISLAHNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQ 367
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NTDB id 1323 RA0C RS07335 WP 004916218.1 MQRYLNKLSGPLLDRIDIHIEVQKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCE 447
NTDB id 294435 DMB87 RS01195 WP 129561048.1 AARYRRKLSGPLLDRIDIQIEIPALPPAELASRASAPGEPSAVVAARVAAARERQIARQGK....TNRELSGRETDAVCR 474
NTDB id 1271 LPP RS03220 WP 011213198.1 ISRYLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCE 442
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ISRYLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCE 442
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ILRYLGRLSGPLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCP 439
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ILRYLSRLSGPLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCP 439
NTDB id 1349 HI 1117 AAC22771.1 IMRYLNRLSGPFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCK 443
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LMRYLNRLSGPFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCK 443
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LDEVSLLLIKNAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 294435 DMB87 RS01195 WP 129561048.1 PDAAGEALLREAGERFGWSARAYYRALKVARTIADLADSPMPEAAHVAEAVQYRRAFSDQ........ 534
NTDB id 1271 LPP RS03220 WP 011213198.1 LGSEEQLFLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LGSEEQLFLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LQKSDAEFLENALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LLKADAEFLESALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1349 HI 1117 AAC22771.1 LNDKDAFFLEKALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LTDRDALFLENALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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