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NTDB id 419 DQL23 RS10745 WP 060553298.1 MILKIIIAFFPTII....QVVSYEIFHKKIMQSKKIDIKFIGLFFSIVFGISIISSILIEIPSFGDVISSIFHYIFLFIQPLIFY 81
NTDB id 416 SGO RS10505 WP 012131078.1 MIFTIILSLFPVII....QVFSYDFFYNKINRKKKINIKLIILFWGLIMVISFLYSLFLLLPDYWKIFRDIFHYLFLLIQPLIFY 81
NTDB id 486 SM12261 RS09375 WP 020902616.1 ...MDFLAVLVVILHIFIISKSYYL.....ICKNKINIKELCFFGGYTFLVE....SVFELSFYFIYLDGL..GIEKFLFPLVLY 71
NTDB id 514 SMSK321 RS10615 WP 001048129.1 ...MNLFGVGLVIVYFLIISHSYRL.....ICKGQINRKELYVFSAYILLTE....IVLDFPSYLLHLDDL..GIVKFLFPLVLY 71
NTDB id 29428 SPPN RS11290 WP 001048117.1 ...MNLFGFGTVIGHFLIISHSYRL.....ICKGQIKSKELYFFGLYTLLVE....AVLELSFYLLYLDEI..VIERFLFPLGLY 71
NTDB id 138 SP RS11430 WP 000364845.1 ...MDLLGFGTVIVHFLIISHSYRL.....ICKGRINRKELYVFGAYTLLTE....IVLEFSFYLLYLDKI..GIERFLFPLGLY 71
NTDB id 249 KZH43 RS10250 WP 000362880.1 ...MDLFGFGTVIVHFLIISHSYHF.....ICKGQINRKELFVFGAYTLLTE....IVFDFPLYILYLDGL..GIERFLFPLGLY 71
NTDB id 208 SPD RS10925 WP 000362880.1 ...MDLFGFGTVIVHFLIISHSYHF.....ICKGQINRKELFVFGAYTLLTE....IVFDFPLYILYLDGL..GIERFLFPLGLY 71
NTDB id 174 SPR RS10405 WP 000362880.1 ...MDLFGFGTVIVHFLIISHSYHF.....ICKGQINRKELFVFGAYTLLTE....IVFDFPLYILYLDGL..GIERFLFPLGLY 71
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NTDB id 419 DQL23 RS10745 WP 060553298.1 KYFL.KRKEYDNYLNLFLSFVIYLSVETSETFLSVIISSITGDYFVKQHYDIFYIIINLLSLFIILKVVDFFDFYFEYYKEPIYK 165
NTDB id 416 SGO RS10505 WP 012131078.1 KYFLIKRKEYENYLNLFLSFVIYLSVETSETFLSVIISSITGDSFVKQHYDIFYIIINLLSLFIILKVVDFFDFYFEYYKEPIYK 166
NTDB id 486 SM12261 RS09375 WP 020902616.1 SYFRF.IKKYEKYRGVFLSLLLSLLYNSTHTFLSVTLSSIIGDDTALQYHSLFFLVVVALTYVVIVTIIRYFHLELNYFDKDYLY 155
NTDB id 514 SMSK321 RS10615 WP 001048129.1 SYFRW.IKQYERDRGLFLSLLLSLLYESTHNFLSVTLSSLTGDNFVLQYYEPFFFLVTVLTYVVILKIIHYFHLDLNYFDKDYLY 155
NTDB id 29428 SPPN RS11290 WP 001048117.1 SYFRW.IKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVSQYHAPFFFVVTVLTYFVVLKIIHYFHLELAYFDKDYLY 155
NTDB id 138 SP RS11430 WP 000364845.1 SYFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVIFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDKDYLY 155
NTDB id 249 KZH43 RS10250 WP 000362880.1 SYFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDEDYLY 155
NTDB id 208 SPD RS10925 WP 000362880.1 SYFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDEDYLY 155
NTDB id 174 SPR RS10405 WP 000362880.1 SYFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDEDYLY 155
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NTDB id 419 DQL23 RS10745 WP 060553298.1 NDLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQHEKAKEIQQKKEEQRQLQLYTDEIVGLY 250
NTDB id 416 SGO RS10505 WP 012131078.1 NDLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQYEKAKEIQQKKEEQRQLQLYTDEIVGLY 251
NTDB id 486 SM12261 RS09375 WP 020902616.1 PFLKKVFFALLLLHVVSFISDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKEKMEKEIALKQKKFEQKHLQNYTDEIVGLY 240
NTDB id 514 SMSK321 RS10615 WP 001048129.1 PFLTKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKDQMEKEIALKQKKFEQKHLQNYTDEIVGLY 240
NTDB id 29428 SPPN RS11290 WP 001048117.1 PFLKKVFFALLLLHIVSFVSDMVSTVKHLNSFGSILSSIVFISLLLTFFAMNSHKEQMEKEIALKQKKFEQKHLQNYTDEIVGLY 240
NTDB id 138 SP RS11430 WP 000364845.1 PFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLY 240
NTDB id 249 KZH43 RS10250 WP 000362880.1 PFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLY 240
NTDB id 208 SPD RS10925 WP 000362880.1 PFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLY 240
NTDB id 174 SPR RS10405 WP 000362880.1 PFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLY 240
consensus **!**!*******!*****!***!***!!!!!*!****!*!!**!*!*!***!*****!!*****!!!*!!**!!*!!!!!!!!!

logo NE IRGFRHDYAGML ITVSLMQTMGAINDSGDNMLKQEVI EDRVI FYHNNEVLSVQKANI
H
S
KLRSDDKYTFYFEDLNNVIQEDTSALRSVLLVI

AQ
T
S I FVKYARENCNGVE I

F
V
T
F
LEMVK

NTDB id 419 DQL23 RS10745 WP 060553298.1 NEIRGFRHDYAGMLISLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRSVLIQTIFKARECGVEIVFEMK 335
NTDB id 416 SGO RS10505 WP 012131078.1 NEIRGFRHDYAGMLTSLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRSVLIQTIFKARECGVEIVFEMK 336
NTDB id 486 SM12261 RS09375 WP 020902616.1 NEIRGFRHDYAGMLVSMQMAIDSGDLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVK 325
NTDB id 514 SMSK321 RS10615 WP 001048129.1 NEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVK 325
NTDB id 29428 SPPN RS11290 WP 001048117.1 NEIRGFRHDYAGMLVSMQMAIDSGDLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVK 325
NTDB id 138 SP RS11430 WP 000364845.1 NEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVK 325
NTDB id 249 KZH43 RS10250 WP 000362880.1 NEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVK 325
NTDB id 208 SPD RS10925 WP 000362880.1 NEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVK 325
NTDB id 174 SPR RS10405 WP 000362880.1 NEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVK 325
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NTDB id 419 DQL23 RS10745 WP 060553298.1 DVIETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSRYINLEEIYEVGFSTKGENRGLGLNNVK 420
NTDB id 416 SGO RS10505 WP 012131078.1 DVIETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSRYINLEEIYEVGFSTKGENRGLGLNNVK 421
NTDB id 486 SM12261 RS09375 WP 020902616.1 DKITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVK 410
NTDB id 514 SMSK321 RS10615 WP 001048129.1 DIITRLPIDLLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVK 410
NTDB id 29428 SPPN RS11290 WP 001048117.1 DTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGNLFALGFSTKGRNRGVGLNNVK 410
NTDB id 138 SP RS11430 WP 000364845.1 DTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVK 410
NTDB id 249 KZH43 RS10250 WP 000362880.1 DTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVK 410
NTDB id 208 SPD RS10925 WP 000362880.1 DTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVK 410
NTDB id 174 SPR RS10405 WP 000362880.1 DTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVK 410
consensus !*!**!!**!!!!!!**!!!!!!!!!!*!*!**!*!*!***!***!*!*!!!!!**************!!!!!!*!!!*!!!!!!

logo E I
L
I
LDKYDNENVI I LETDE I

METGNSYTF IRQVIVIRCFKRKEEFKE I
NTDB id 419 DQL23 RS10745 WP 060553298.1 EIIDKYDEVILETDIETNYFIQVVRFKRKEKI 452
NTDB id 416 SGO RS10505 WP 012131078.1 EIIDKYDEVILETDIETNYFIQVVRFKRKEKI 453
NTDB id 486 SM12261 RS09375 WP 020902616.1 ELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 514 SMSK321 RS10615 WP 001048129.1 ELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 29428 SPPN RS11290 WP 001048117.1 ELLDKYNNIILETEMEGSTFRQIIRCKREFE. 441
NTDB id 138 SP RS11430 WP 000364845.1 ELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 249 KZH43 RS10250 WP 000362880.1 ELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 208 SPD RS10925 WP 000362880.1 ELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 174 SPR RS10405 WP 000362880.1 ELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
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