
logo MIKNKYFICHI
S
P
R
G
S
I
PASRLAARSESQSMMRGYSEQGSSSCTQTKLARFRLVNTPRARSGFTLVELLVAIA I FA I

VLSLLGWKI
VFDYLLKVRD

NTDB id 294190 DLK06 RS11015 WP 032057017.1 MIKNKYFCSPGPASRLAARSEQMMRGYSEQGSSSCTQTKLRFVNPRSGFTLVELLVAIAIFAILSLLGWKVFDYLLKVRD 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSS..................ARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRD 62
consensus !!!!!! * *!!!!!!!! ****************** * * !!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!

logo RNATEQHEVHQLFELQDAYQQI
VLRDTLQI IPLSANQGGQLHRPALE IDNQI

VLRFSKAGVTDPLKQGLSPFER I EYRYDAPDQKKL
NTDB id 294190 DLK06 RS11015 WP 032057017.1 RNTQHEVQLFELQDAYQQVLRDTLQIIPLSANQGGQLRPALEIDNQVLRFSKAGVTDPLKQGLSPFERIEYRYDPDQKKL 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 RNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKL 142
consensus !! !!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo YRLKYSTNLNTSNREQPLSSTLLSQVDEQFYQIMVLTPQEVTKWPE I
VNIDPTKPDNEFLKRKLPKGIKI

MQLTVAGVNSYEWIYSLNQ
NTDB id 294190 DLK06 RS11015 WP 032057017.1 YRLKYSNLNTSNREQPLSSTLLSQVEQFQIMVLTPQEVTKWPEINIDPTKPDEFRKLPKGIKMQLTVAGVSYEWIYSLNQ 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 YRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQ 222
consensus !!!!!*!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!*!!!!!!! ! *!!!!!!!*!!!!!!! !!!!!!!!!

logo GDLSLSKQEQGGNQS
NTDB id 294190 DLK06 RS11015 WP 032057017.1 GDLSLSKQGGQ 251
NTDB id 1076 ABD1 RS08075 WP 000594585.1 GDLSLSQEGNS 233
consensus !!!!!! !
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