
logo MRATGML
MALAAVGLLALLPRVFLPAQLPPSFVGWLMLAWLAPPVVAGLLMLLPFRSWRYPLAFFLLFGFLAVWASC I

L
G
NAQWALDDERLPVDELDGERTFRWLVEG

NTDB id 294070 DLD99 RS20920 WP 114884764.1 MRTGMMALAVGLLAPVFLPALPPVGWMLWLPVVALMLLPFRSYPLAFLLFGFAWSCIGAQWALDERLPVELDGETRWVEG 80
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEG 80
consensus !! !!*!!! !!! * !!! !!* !!*! !**!*!*!!!!! !!!! !!! ! !* !!!!!!*!!!!*!!! ! !*!!

logo

Q
RVTVGLPDQRSGRDGDGVVRFELAEDAIHRSRHAGGKLPSLR IRLAWYDGGPEP I

V
N
RSGERWRLAAVKRLKRPGSGLML

VNPDSAFDYEAWLLAQRR IGATG
NTDB id 294070 DLD99 RS20920 WP 114884764.1 RVVGLPQSGDGVVRFELADARSRHGKLPSLIRLAWYDGPPVNSGERWRLAVKLKRPGGLLNPDAFDYEAWLLAQRIGATG 160
NTDB id 1199 PSJM300 12650 AFN78592.1 QVTGLPDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATG 160
consensus ! !!! !!!!!! ! *!!!* !!! !!!!!! !!** !!!!!!!! *!!!! !**!! !!!!!!!!!! !!!!!!

logo TI
VKADGERR I

LAEAASQSGWAWRDGR I
LRQRLLETVDEATHQGRAGAGAI

LAALVLVGDGSGLSRTAEDWQRI
VLQDTGTVHLLMVI SGQHI

VGLMLAAGLVLMY
NTDB id 294070 DLD99 RS20920 WP 114884764.1 TVKDGRRLAEA..QWAWRDGIRQRLLEVDTQGRGAALAALVLGDGSGLSREDWQILQDTGTVHLLVISGQHIGLLAAVMY 238
NTDB id 1199 PSJM300 12650 AFN78592.1 TIKAGERIAEAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLY 240
consensus !*! ! !*!!!** !!!! *!!!!! !* *!!**!*!!!!*!!!!!!! !! *!!!!!!!!!*!!!!!!*!*!!***!

logo

A
G
L
VVALGLLAVRFWGI

VWPLQRLWPWLPWACGLAFAAGALGYGLWLAGFDEVPVRRACLVMVAI
LVLLWRLRFRHLGAVWLWPLL ILAFLNVGVLLMMVD

NTDB id 294070 DLD99 RS20920 WP 114884764.1 GLVAGLVRFGVWPLRWPWLPWACGLAFAAALGYGLLAGFDVPVRRACVMVALVLLWRLRFRHLGAWWPLLLAFNGVLLMD 318
NTDB id 1199 PSJM300 12650 AFN78592.1 AVVLLLARWGIWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVD 320
consensus **! ! !*!*!! ! !!!!!!!!!!!!*!!!!! !!!!*!!!!!!!*!!!*!!!!!!!!!!!! ! !!!*! !!!**!

logo PLAASLQRPGFLWLSFTVAVALVL I FW I
TFGRGRLGPVPWRSWWQRAI LWLTRYAQWAL IMAI

LGLCLPAVLML IVLGLP I
VSLSGPLANLLAVPWI SFVALVLVPLP

NTDB id 294070 DLD99 RS20920 WP 114884764.1 PLAALRPGLWLSFTAVAVLIFTFGGRLGPWRWWQIWTRAQWLIAIGLCPVLLILGLPISLSGPLANLLAVPWISFAVLPP 398
NTDB id 1199 PSJM300 12650 AFN78592.1 PLASLQPGFWLSFVAVALLIWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPL 400
consensus !!! ! !! !!!! !!!*!!* ! !!!!** !! !!! *!*!!*! *!*!!!!*!!!!!!!!!!!!!!!! !*!*

logo ALLGSTFLLLPWI
VPW

Y
L
VGEAGLLWLAGGLLVADGVLFERALLAL IAGRWQWPAWLVAPSASLMPGLWAI LWASLGVAC I

LGATLVLVLLLPARGI
VPLRPVLGTWLPLLALPV

NTDB id 294070 DLD99 RS20920 WP 114884764.1 ALLGTLLLPIPYVGEGLLWLAGGLVDGLFRALALIAGRWPAWVAPSMPGWILALGCIGAVLLLLPRGIPLRPLGWPLLLV 478
NTDB id 1199 PSJM300 12650 AFN78592.1 ALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAP 480
consensus !!!!* !!**!**!!*!!!!!!!!* !! !!!!!! !!!*!* *! ! ! **! **!!!! !*!!!*!! *!! *

logo LALFAPPDRESQRLPAEEQGMRADEVWQVFLDVGQGLAS IVL IVRTRDHHATLLYDATGPRFYGDFDI
VGERVVFLPASLHRKQLGLVERLDLML

MLSHADASDHAG
NTDB id 294070 DLD99 RS20920 WP 114884764.1 LAFPPREQLAEGMADVWQLDVGQGLAILIRTRHHTLLYDTGPRFGDFDVGERVVLPALHKLGVERLDLMLLSHADADHAG 558
NTDB id 1199 PSJM300 12650 AFN78592.1 LLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAG 560
consensus ! !*! * ! !*!! !!!!!! *!*!!!*! !!!! !!!*!!!!*!!!!! ! !* !!*!!!!!!*!!!!! !!!!



logo GALAI
V
A
Q
R
S
A
G
L
MPVGSARVI

LSGDEPESGRLPAEAVLDNAERSTCERSTGQRQRWQTWDNGQVANFHSLVWQRWGPDQAQTDNGSNQARSCVLMQI
VEAANGERLLLTGDIDATAQ

NTDB id 294070 DLD99 RS20920 WP 114884764.1 GALAVASGLPVSRVISGDPSGLPEVLNAETCESGRQWQWDGVAFHLWQWGDAQDSNQRSCVLQIEANGERLLLTGDIDTA 638
NTDB id 1199 PSJM300 12650 AFN78592.1 GALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQ 640
consensus !!!!* **!! !*!!*! !! ! ! *! *! ! ! ! !**! !* ! !! !!!! *!! !!!!!!!!!!!

logo AERADLLVDNGSGVLMAEVNPATQRWLLQAPHHGSNRSSSSAMAVFLLAKAVLVAQAPDRDGAVL I SRGSQSGHNASFGHPHPATVI
L
A
KRLYQRKNAQGALER I

LHDSTAEHQGAI
L
H
SL

NTDB id 294070 DLD99 RS20920 WP 114884764.1 AERDLLNSVLAVPTQWLQAPHHGSRSSSSMALLKVLQPRDVLISRGQGNSFGHPHPTVIARYRKQGLRIHDSAEQGAIHL 718
NTDB id 1199 PSJM300 12650 AFN78592.1 AERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSL 720
consensus !!! !* * !* !! !!!!!! !!!! ! * * !!!! *! !!!!!! !* ! ! *!!*!!*!!**!

logo QLGARFGQGPARRSMRDQEQPRRFWREKPPQPGATHR
NTDB id 294070 DLD99 RS20920 WP 114884764.1 QLGRFQPARSMRQQRRFWREPPQPGATHR 747
NTDB id 1199 PSJM300 12650 AFN78592.1 QLGAFGGARRMRDEPRFWREK........ 741
consensus !!! ! *!! !! *!!!!!*********

X non conserved

X similar

X ≥ 50% conserved


