logo

NTDB id 29396 SPPN RS07615 WP 080564677.1
NTDB id 261 KZH43 RS06955 WP 075825861.1
NTDB id 220 SPD RS07460 WP 075825861.1
NTDB id 186 SPR RS07105 WP 010976587.1
consensus

logo

NTDB id 29396 SPPN RS07615 WP 080564677.1
NTDB id 261 KZH43 RS06955 WP 075825861.1
NTDB id 220 SPD RS07460 WP 075825861.1
NTDB id 186 SPR RS07105 WP 010976587.1
consensus

logo

NTDB id 29396 SPPN RS07615 WP 080564677.1
NTDB id 261 KZH43 RS06955 WP 075825861.1
NTDB id 220 SPD RS07460 WP 075825861.1
NTDB id 186 SPR RS07105 WP 010976587.1
consensus

logo

NTDB id 29396 SPPN RS07615 WP 080564677.1
NTDB id 261 KZH43 RS06955 WP 075825861.1
NTDB id 220 SPD RS07460 WP 075825861.1
NTDB id 186 SPR RS07105 WP 010976587.1
consensus

logo

NTDB id 29396 SPPN RS07615 WP 080564677.1
NTDB id 261 KZH43 RS06955 WP 075825861.1
NTDB id 220 SPD RS07460 WP 075825861.1
NTDB id 186 SPR RS07105 WP 010976587.1
consensus

logo

NTDB id 29396 SPPN RS07615 WP 080564677.1
NTDB id 261 KZH43 RS06955 WP 075825861.1
NTDB id 220 SPD RS07460 WP 075825861.1
NTDB id 186 SPR RS07105 WP 010976587.1
consensus

o

1

) LT B DN

MSVTFFIGEERLKI...KIGLASICLLGLATSHVAANETEVAKTSQDTTTASSSSEQNQSSNKTQTSAEVQTNAAAYWDGDYYVK

MSVTFFIGEERLKIMMKIGLASICLLGLATSHVAANETEVAKTSQDTTTASSSSEQNQSSNKTQTSAEVQTNAAAYWDGDYYVK
MSVTFFIGEERLKI...KIGLASICLLGLATSHVAANETEVAKTSQDTTTASSSSEQNQSSNKTQTSAEVQTNAAAYWDGDYYVK
\

0o FNRA YDA Y A YRS LA L

\
JADGSKAQSEWIFDNYYKAWFYIJSSDGRY QNEWHGNYYLKSGGYMAQNEWIYDSNYKSWFYLKSDGAYAHQEWQLIGNKWYYFKIN
DDGSKAQSEWIFDNYYKAWFYINSDGRYSONEWHGNYYLKSGGYMAQNEWIYDSNYKSWFYLKSDGAYAHQEWQLIGNKWYYFKK
DDGSKAQSEWIFDNYYKAWFYINSDGRYSQONEWHGNYYLKSGGYMAQNEWIYDSNYKSWFYLKSDGAYAHQEWQLIGNKWYYFKK
DDGSKAQSEWIFDNYYKAWFYINSDGRYSONEWHGNYYLKSGGYMAQNEWIYDSNYKSWFYLKSDGAYAHQEWQLIGNKWYYFKK

L AEFULLA R LPAPYLAR. AT GV

WGYMAKSQWQGSYFLNGQGAM QNEWLYDPAYSAYFYLKSDGTYANQEWQKVGGKWYYFKKWGYMARNEWQGNYYLTGSGAMATD
WGYMAKSQWQGSYFLNGQGAMIQONEWLYDPAYSAYFYLKSDGTYANQEWQKVGGKWYYFKKWGYMARNEWQGNYYLTGSGAMATD
WGYMAKSQWQGSYFLNGQGAMIQONEWLYDPAYSAYFYLKSDGTYANQEWQKVGGKWYYFKKWGYMARNEWQGNYYLTGSGAMATD
WGYMAKSQWQGSYFLNGQGAMIQNEWLYDPAYSAYFYLKSDGTYANQEWQKVGGKWYYFKKWGYMARNEWQGNYYLTGSGAMATD

) R OIS AR T 01 Y B 1

EVIMDGARYIFAASGELKEKKDLNVGWVH DGKRYFFNNREEQVGTEHAKK IDISEHNGRINDWKKVIDENEVDGVIVRLGYSG
EVIMDGARYIFAASGELKEKKDLNVGWVHRDGKRYFFNNREEQVGTEHAKKIIDISEHNGRINDWKKVIDENEVDGVIVRLGYSG
EVIMDGARYIFAASGELKEKKDLNVGWVHRDGKRYFFNNREEQVGTEHAKKIIDISEHNGRINDWKKVIDENEVDGVIVRLGYSG
EVIMDGARYIFAASGELKEKKDLNVGWVHRDGKRYFFNNREEQVGTEHAKKIIDISEHNGRINDWKKVIDENVDGVIVRLGYSG

ALYV TAE R ELA LY PR EYR STor

KEDKELAHNIKELNRLGIPYGVYLYTYAENETDAENDAKQTIELIKKYNMNLSYPIYYDVENWEYVNKSKRAPSDTDTWVKIINK
KEDKELAHNIKELNRLGIPYGVYLYTYAENETDAENDAKQTIELIKKYNMNLSYPIYYDVENWEYVNKSKRAPSDTDTWVKIINK
KEDKELAHNIKELNRLGIPYGVYLYTYAENETDAENDAKQTIELIKKYNMNLSYPIYYDVENWEYVNKSKRAPSDTDTWVKIINK

107 R WOHRLLTRU D VAL Bt S5 O

YM TMKQAGYQNVYVYSYRSLLQTRLKHPDILKHVNWVAAYTNALEWENPEIYSGEKGWQYTSSEYMKGIQGRVDVSVWY Jaels
YMDTMKQAGYQNVYVYSYRSLLQTRLKHPDILKHVNWVAAYTNALEWENPYYSGEKGWQYTSSEYMKGIQGRVDVSVWY| 501
YMDTMKQAGYQNVYVYSYRSLLQTRLKHPDILKHVNWVAAYTNALEWENPYYSGEKGWQYTSSEYMKGIQGRVDVSVWY| 501
YMDTMKQAGYQNVYVYSYRSLLQTRLKHPDILKHVNWVAAYTNALEWENPYYSGEKGWQYTSSEYMKGIQGRVDVSVWY 501

162
167
167
167

247
252
252
252

332
337
337
337

417
422
422
422



non conserved
B similar
> 507 conserved



