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NTDB id 293763 DLD53 RS14685 WP 213066301.1 MSYLFLSCTEKNIKGRSKETGATLIVVLIILLIVISVGVLAIRVAIVSLKVATNSQVGQLNFQSSDTPLELIVQMNPTTL 80
NTDB id 1065 ABD1 RS15735 WP 000149372.1 ....MTHLNYKNIKGRSKETGATLIVVLIILLIVISVGVLAIRVAIVSLKVATNSQVGQLNFQSSDTPLELIVQMNPTTL 76
consensus **** ** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TNITNVIGAALKAHESNPGAEYNFCYKPTSTSVSFAQTRGASLLRAGSANNAVVEDGGVAGFCDLTSDYGSNRQAVVTQV
NTDB id 293763 DLD53 RS14685 WP 213066301.1 TNITNVIGAALKAHESNPGAEYNFCYKPTSTSVSFAQTRGASLLRAGSANNAVVEDGGVAGFCDLTSDYGSNRQAVVTQV 160
NTDB id 1065 ABD1 RS15735 WP 000149372.1 TNITNVIGAALKAHESNPGAEYNFCYKPTSTSVSFAQTRGASLLRAGSANNAVVEDGGVAGFCDLTSDYGSNRQAVVTQV 156
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AVS IPTDAMADIPGSNLPRDINLSEGTQLPKSMLSTQR IRVITTAFLPAYASTSLENTLQFSDCLSTSSAKI SDNFDSALTD
NTDB id 293763 DLD53 RS14685 WP 213066301.1 AVSIPTDAMADIPGSNLPRDINLSEGTQLPKSMLSTQRIRVITTAFLPAYASTSLETLQSDCLSTSSAKISDNFDSALTD 240
NTDB id 1065 ABD1 RS15735 WP 000149372.1 AVSIPTDAMADIPGSNLPRDINLSEGTQLPKSMLSTQRIRVITTAFLPAYASTSLENLQFDCLSTSSAKISDNFDSALTD 236
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!

logo KQTLADCLANHNVPFSTQVQEFNYTNKLTE ITAPGS
NTDB id 293763 DLD53 RS14685 WP 213066301.1 KQTLADCLANHNVPFSTQVQEFNYTNKLTEITAPGS 276
NTDB id 1065 ABD1 RS15735 WP 000149372.1 KQTLADCLANHNVPFSTQVQEFNYTNKLTEITAPGS 272
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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