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NTDB id 293540 DLJ52 RS08975 WP 032672998.1 MKQITYIILIVALVIAVNIILEAFRRYFRSKRGKSSPQSSQAVAGSSSSVGLFWRRRYKFIPQVDTRDCGPAALASVAKH 80
NTDB id 358 SMU RS01425 WP 002263523.1 MKQVIYVV...LIVIAVNILLEIIKRVTKR..GGTVSSSN...PLPDGQSKLFWRRHYKLVPQIDTRDCGPAVLASVAKH 72
NTDB id 421 SGO RS10260 WP 012131060.1 ..................................................MKF..RKQHYRAQVDTRDCGVAALAMIFGY 28
NTDB id 483 SM12261 RS00275 WP 000668315.1 ..................................................MKF..GKRHYRPQVDQMDCGVASLAMVFGY 28
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ..................................................MKF..GKRHYRPQVDQMDCGVASLAMVFGY 28
NTDB id 247 KZH43 RS00220 WP 000668290.1 ..................................................MKF..GKRHYRPQVDQMDCGVASLAMVFGY 28
NTDB id 206 SPD RS00235 WP 000668290.1 ..................................................MKF..GKRHYRPQVDQMDCGVASLAMVFGY 28
NTDB id 171 SPR RS00230 WP 000668290.1 ..................................................MKF..GKRHYRPQVDQMDCGVASLAMVFGY 28
NTDB id 131 SP RS00255 WP 000668284.1 ..................................................MKF..GKRHYRPQVDQMDCGVASLAMVFGY 28
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logo YGSDNYFYFS ILARTYHLREKLSAKTDNTNKMQDGTTALGI
LVEKAVAKEAGKELINGFETRSAFIKADMS
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LKDGNEKGRKLQLHYYVVYTGNSQQDNKGHNDNQTSLI

NTDB id 293540 DLJ52 RS08975 WP 032672998.1 YGSDYSLARLRELSKTDKQGTTALGLVEAAKAIGFETRSIKADMTLFDYTDLTYPFIVHVVKNKRLQHYYVVYGNDKNNL 160
NTDB id 358 SMU RS01425 WP 002263523.1 YGSNYSIAYLRELSKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQL 152
NTDB id 421 SGO RS10260 WP 012131060.1 YGSYFSLATLREKAKTTNDGTTALGLVKVAEGLNFETRAFKADMSLFDLEEVSYPFIAHILKDGKLLHYYVVTGQDKHTI 108
NTDB id 483 SM12261 RS00275 WP 000668315.1 YGSYYSLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSI 108
NTDB id 511 SMSK321 RS10730 WP 000668322.1 YGSYYSLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKGSI 108
NTDB id 247 KZH43 RS00220 WP 000668290.1 YGSYYFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSI 108
NTDB id 206 SPD RS00235 WP 000668290.1 YGSYYFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSI 108
NTDB id 171 SPR RS00230 WP 000668290.1 YGSYYFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSI 108
NTDB id 131 SP RS00255 WP 000668284.1 YGSYYFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSI 108
consensus !!!****!*!!!**!!***!!!!!!*!**!****!!!!**!!!!*!!!******!!**!**!***!*!!!!!*!******
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LASTL IMLVTLVIDNIVGSYY
NTDB id 293540 DLJ52 RS08975 WP 032672998.1 IIGDPDPNVKVTRMSKQDFQEEWTGLAIFLAPTPNYKPKKDEKNGLMSFFPIILRQKALLTYIVLASLMVTLIDIVGSYY 240
NTDB id 358 SMU RS01425 WP 002263523.1 IIGDPDPSVKVTRMSKERFQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQKALMTYIIIASLIVTLIDIVGSYY 232
NTDB id 421 SGO RS10260 WP 012131060.1 HIADPDPQVKMTKISRERFEQEWTGITIFLAPSPAYKPSQEKKNGLLDFIPLLIKQKGLITNIVLATLLVTLINIVGSYY 188
NTDB id 483 SM12261 RS00275 WP 000668315.1 HIADPDPGVKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTLINIVGSYY 188
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HIADPDPGVKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYY 188
NTDB id 247 KZH43 RS00220 WP 000668290.1 HIADPDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYY 188
NTDB id 206 SPD RS00235 WP 000668290.1 HIADPDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYY 188
NTDB id 171 SPR RS00230 WP 000668290.1 HIADPDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYY 188
NTDB id 131 SP RS00255 WP 000668284.1 HIADPDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYY 188
consensus *!*!!!!*!!*!******!**!!!!***!*!!*!*!!!****!!!!**!*!****!**!***!**!*!*!!*!*!!!!!!

logo LQGSMI LIDETYI
VPDHQLMKIRTSTLGMI ITS IGL IV ITVYI FILQQFMVIMLASFYAKQEYLLANLVLSGLQRLVS IDVI LSY IKHI

VFQTHLPMSFFATRRTGE ITVSR
NTDB id 293540 DLJ52 RS08975 WP 032672998.1 LQGMLDEYIPDQLISTLGIITIGLIITYIIQQMMSFAKEYLLNVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSR 320
NTDB id 358 SMU RS01425 WP 002263523.1 LQGILDEYIPDQLISTLGMITIGLIITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSR 312
NTDB id 421 SGO RS10260 WP 012131060.1 LQSIIDTYVPDHMKTTLGMISIGLIIVYILQQFLSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSR 268
NTDB id 483 SM12261 RS00275 WP 000668315.1 LQSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSR 268
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LQSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSR 268
NTDB id 247 KZH43 RS00220 WP 000668290.1 LQSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSR 268
NTDB id 206 SPD RS00235 WP 000668290.1 LQSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSR 268
NTDB id 171 SPR RS00230 WP 000668290.1 LQSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSR 268
NTDB id 131 SP RS00255 WP 000668284.1 LQSIIDTYVPDQMRSTLGIISIGLVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSR 268
consensus !!***!*!*!!****!!!*!*!!!*!*!!*!!****!*!!!!*!!**!!*!!!!!!!!!!*!*!!!!!!!!!!!!!!*!!



logo FSTDANRQS I INDAVLASTI FLS I FLDMVTS IMTLVSIVLIVIAGS IGLVLLFAVSQNSNTHSNLFLF ILMTL ILGSAI
LPVIYATLIV I ITFLAFLMKPFEKMNHREDVTMESANSALMVVLSSS I I

NTDB id 293540 DLJ52 RS08975 WP 032672998.1 FSDANQIINAVASTIFSIFLDVTMLILVGGVLLVQNNHLFLLTLISIPIYAIIITAFLKPFEKMNHEVMEANAMVSSSII 400
NTDB id 358 SMU RS01425 WP 002263523.1 FTDANQIIDAVASTIFSIFLDMTMVILVGGVLLAQNNNLFFLTLLSIPIYAIIIFAFLKPFEKMNHEVMESNAVVSSSII 392
NTDB id 421 SGO RS10260 WP 012131060.1 FTDANRIIDALASTILSIFLDVSIVSIIAIVLFSQNSSLFFLTLLGIPVYALIIFLFMKPFEKMNHETMEANSLLSSSII 348
NTDB id 483 SM12261 RS00275 WP 000668315.1 FTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFITLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSII 348
NTDB id 511 SMSK321 RS10730 WP 000668322.1 FTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSII 348
NTDB id 247 KZH43 RS00220 WP 000668290.1 FTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSII 348
NTDB id 206 SPD RS00235 WP 000668290.1 FTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSII 348
NTDB id 171 SPR RS00230 WP 000668290.1 FTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSII 348
NTDB id 131 SP RS00255 WP 000668284.1 FTDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSII 348
consensus !*!!!*!!*!*!!!!*!!!!!*********!!**!!**!!**!!***!*!**!!**!*!!!!!!!***!!*!***!!!!!

logo EDINGMIETIKSLTSEKSASQRYQNKIDGSKEFVTDYLEKKNSFAKTLYGHQSKRMSYANSEAS ILQQTKSVALKASTKAGVARKHL ILLNVLVGI LWLYMGSATRVLVMDNQGKI
MSVLGQL ITFYN

NTDB id 293540 DLJ52 RS08975 WP 032672998.1 EDINGMETIKSLTSESSRYQNIDGEFVDYLEKNFKLQKMNALQTSLKTGAKLILNVVILWYGARLVMDGKISVGQLITFN 480
NTDB id 358 SMU RS01425 WP 002263523.1 EDINGMETIKSLTSESARYQNIDSEFVDYLEKNFKLHKYSAIQTALKSGAKLILNVVILWYGSRLVMDNKISVGQLITFN 472
NTDB id 421 SGO RS10260 WP 012131060.1 EDINGIETIKSLTSEKQRYQKIDKEFVTYLKKSFAYGRSESLQKVLKAAARLILNVLILWLGATLVMDQKISLGQLITYN 428
NTDB id 483 SM12261 RS00275 WP 000668315.1 EDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYN 428
NTDB id 511 SMSK321 RS10730 WP 000668322.1 EDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYN 428
NTDB id 247 KZH43 RS00220 WP 000668290.1 EDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYN 428
NTDB id 206 SPD RS00235 WP 000668290.1 EDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYN 428
NTDB id 171 SPR RS00230 WP 000668290.1 EDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYN 428
NTDB id 131 SP RS00255 WP 000668284.1 EDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYN 428
consensus !!!!!*!!!!!!!!!**!!!*!!*!!!*!!*!*!********!**!!**!*!*!!!*!!!*!**!!!!*!*!*!!!!!*!
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NTDB id 293540 DLJ52 RS08975 WP 032672998.1 ALLSYFQNPIENIISLQTKLQSARVANTRLNEVYLVESEFENDGELSEDSFLDGDISFEKLSYKYGYGRDTLSDINLTIA 560
NTDB id 358 SMU RS01425 WP 002263523.1 ALLSYFSNPIENIINLQSKLQSARVANTRLNEVYLVESEFEKDGDLSENSFLDGDISFENLSYKYGFGRDTLSDINLSIK 552
NTDB id 421 SGO RS10260 WP 012131060.1 TLLVYFTNPLENIINLQTKLQSARVANERLNEVYLVKSEFEEKKLIKDLSHFQADIDFRGVSYKYGYGANVLSEIDLHIP 508
NTDB id 483 SM12261 RS00275 WP 000668315.1 TLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVSYKYGYGRDVLLDINLTIP 508
NTDB id 511 SMSK321 RS10730 WP 000668322.1 TLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVTSEFEEKKTVEDLSLMKGEMTFKQVYYKYGYGRDVLSDINLTIP 508
NTDB id 247 KZH43 RS00220 WP 000668290.1 TLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVP 508
NTDB id 206 SPD RS00235 WP 000668290.1 TLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVP 508
NTDB id 171 SPR RS00230 WP 000668290.1 TLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVP 508
NTDB id 131 SP RS00255 WP 000668284.1 TLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVP 508
consensus *!!*!!*!!*!!!!*!!*!!!*!*!!!*!!!!!!!!*!!!!********!*******!*** !!!!*!***!**!*!***
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MVHNFYAEDPNSKRQGDIEAVICRS ILNGSGNYVDNLKNVQLIDKQTKALRRQHYI SNYLSPQQAPYVFSNGSTIMLDENLTVLLGARKEGTSTQ
NTDB id 293540 DLJ52 RS08975 WP 032672998.1 KGSKVSLVGPSGSGKTTLAKMMVNFYDPNRGIARINGYDLKVIDKTALRQHISYLPQQAYVFSGTIMDNLTLGAKEGTTQ 640
NTDB id 358 SMU RS01425 WP 002263523.1 KGSKVSLVGASGSGKTTLAKLIVNFYEPNKGIVRINGNDLKVIDKTALRRHISYLPQQAYVFSGSIMDNLVLGAKEGTSQ 632
NTDB id 421 SGO RS10260 WP 012131060.1 AGSKTSFVGVSGSGKTTLAKMMVHFYAPNQGDICLGGVNLNQLDKQALRQYINYLPQQPYVFNGTILENLLLGAREGTTQ 588
NTDB id 483 SM12261 RS00275 WP 000668315.1 QGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILDNLLLGAKEGTTQ 588
NTDB id 511 SMSK321 RS10730 WP 000668322.1 QGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQ 588
NTDB id 247 KZH43 RS00220 WP 000668290.1 QGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQ 588
NTDB id 206 SPD RS00235 WP 000668290.1 QGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQ 588
NTDB id 171 SPR RS00230 WP 000668290.1 QGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQ 588
NTDB id 131 SP RS00255 WP 000668284.1 QGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGSVNLNQIDKKALRQYINYLSQQPYVFNGTILENLLLGAKEGTTQ 588
consensus *!!!***!!*!!!!!!!!!!**!*!!*!**!********!***!!*!!!**!*!!*!!*!!!*!*!**!!*!!!*!!!*!



logo EDI ILRACVE I
LAE IRSEDI EQRMPQLGNYQTELSTASDGAGVI SGGQKRQRIALARALLTQDAP I

VL I LDEATSSLDVI LTEKKR I IVSDNLLIMQVAMLT
NTDB id 293540 DLJ52 RS08975 WP 032672998.1 EDIIRACEIAEIRSDIEQMPLGYQTELS.DGAGVSGGQKQRIALARALLTQAPVLILDEATSSLDVLTEKKIVDNLMAMT 719
NTDB id 358 SMU RS01425 WP 002263523.1 EDIIRACEIAEIRSDIEQMPQGYQTELS.DGAGISGGQKQRIALARALLTQAPVLILDEATSSLDILTEKKIISNLLQMT 711
NTDB id 421 SGO RS10260 WP 012131060.1 EDILRAVELAEIRSDIERMPLNYQTELSADGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIIDNLMVL. 667
NTDB id 483 SM12261 RS00275 WP 000668315.1 EDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLMAL. 667
NTDB id 511 SMSK321 RS10730 WP 000668322.1 EDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPILILDEATSSLDILTEKRIVDNLMAL. 667
NTDB id 247 KZH43 RS00220 WP 000668290.1 EDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL. 667
NTDB id 206 SPD RS00235 WP 000668290.1 EDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL. 667
NTDB id 171 SPR RS00230 WP 000668290.1 EDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL. 667
NTDB id 131 SP RS00255 WP 000668284.1 EDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL. 667
consensus !!!*!!*!*!!!!*!!!*!!**!!!!!**!!!!*!!!!*!!!!!!!!!!!*!!*!!!!!!!!!!!*!!!!*!**!!***
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NTDB id 293540 DLJ52 RS08975 WP 032672998.1 DKTVIFVAHRLSIAQRTDRIIVMDQGKIVEEGSHKELLANKGFYYTLFN. 768
NTDB id 358 SMU RS01425 WP 002263523.1 EKTIIFVAHRLSISQRTDEVIVMDQGKIVEQGTHKELLAKQGFYYNLFN. 760
NTDB id 421 SGO RS10260 WP 012131060.1 DKTIIFIAHRLTIAERSEQVVVLDQGRIVESGSHKELIEREGFYHHLVNS 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGNHADLLAQGGFYAHLVNS 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 DKTLIFIAHRLTIAERTEKVVVLNQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 206 SPD RS00235 WP 000668290.1 DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 171 SPR RS00230 WP 000668290.1 DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 131 SP RS00255 WP 000668284.1 DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
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