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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 29352 SPEA RS03050 WP 012153837.1 MASRGVNKVILVGNLGQDPEVRYMPNGNAVANITVATSESWKDQ.QGQQQERTEWHRVVMFGKLAEITGEYLRKGSQVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEA.........YQRPA....QQSRQP 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEA.........YQRPA....QQSRQP 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEI....QGDVLQMLDSRSSG.GDFGGNQGSGWNQAPAQTNYNQGGYSDNY.......... 143
NTDB id 29352 SPEA RS03050 WP 012153837.1 EGKLQTRKWKDQSGQDRYSTEVVVD.QGGSMQMLGSRNQS.GGAPAQGGN.QNYGGQQSQQQQGGYSSNSQPQQQNSYQP 156
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGM.NVPA......QQGSWGQPQQPAKQ..... 147
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NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAP......................SHPQEAP...A......APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAP......................SHPQEAP...A......APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ...............AQNN.NFNGGNATRPQ....PAQKP....AA.....QAEPPMDNFDDDIPF 180
NTDB id 29352 SPEA RS03050 WP 012153837.1 KPQAPAQQGGYQQQQPQQQAPQQGGYAPKPQSAPAPQQAPQQRPAPQPQQNFTPDLDDGWDDDIPF 222
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...............................HQPMQQSAPQQYSQP..QY...NEPPMDFDDDIPF 177
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