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NTDB id 293513 DLJ52 RS02445 WP 002960430.1 IGQDEAVQAVSKAIRRNRAGFDEGNRPIGSFLFVGPTGVGKTELAKQLALDMFGTKDAVIRLDMSEYSDRTAVSKLIGTT 497
NTDB id 601 KW2 RS02615 WP 021036805.1 IGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAP 526
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