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MKNRLIKFPTYRNPERIKEBKLELIEEVYEKFF LPEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVKRK KFST
MKNRLIKFPTYRNPERIKAKLALIEEVYEKFF LEEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVKRK KFST
MKER KFPTYERIKLLII K FDRILPE ELLIJLD NJENILPEES:DNGEIPN EEIY DEFEQVI® K
MKER  KFPTYEQASERTINBRKLML INEVIRYK FDRILPE ELLIILD KENILDRSR:NGEIPN EEIY DEIFEQVIH K gy

Plok bk DR Dok D L] Plok boskosk Dok Dok Do Dok DD Dok D Dok DD D Dokoskoskoskoskoskokok Dokok DD Dok Dok Do D Dokok Dokok |k

L
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X non conserved
B similar
> 50% conserved
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