logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1307
1283
1259
1202
1194
1020
1081
1060
1040

293491 DCD74 RS08550 WP 112926946

1177
1203
1019

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1307
1283
1259
1202
1194
1020
1081
1060
1040

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

293491 DCD74 RS08550 WP 112926946.

1177
1203
1019

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1307
1283
1259
1202
1194
1020
1081
1060
1040

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

293491 DCD74 RS08550 WP 112926946 .

1177
1203
1019

consensus

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

IR el EHK@VEBL 2101 \pbeFes DFSEey

F)A REE e L=

Dlzel rsneDletonl

L

G

4 SDLH SAG PPMIRVDG YDIMND EE|RJETDFSFE [\

4 SDLH SAG PPMIRVDG YDIMND EE|RJETDFSFE

ldlASDLHLS G PPMIRVDG YDIMND EEYAETDFSFE |3

[@ASDLHLSAG PPMIRVDG YDIMND EE|RAETDFSFE |3

IASDLHLSAG PPMIRVDG YDIMND EEQSdETDFSFE |3

ldlASDLHLSAG PPMIRVDG YDIMND EEQSdETDFSFE |3

@ASDLHLSAG PPMIRVDG YDIMND EEJ@dETDFSFE |3

. dASDLHLSAG PPMIRVDG YDIMND Q EEQSdETDFSFE |3

A YPHGTTSEPPGLIYERBANSIIBRENTEA H
A RAQGEAL SVARTANEH ABYBNARQA
e KTPESPEMTRE THH G QL
SKTK)MGDMEAQIED SET T QEEIQ

Pokokokoskkk k|1 skokokok

o AR Al s

Q
ARFRVNAFNQERGA AVFRTIPSH
ARFRVNAFNQERGA AVFRTIPSIY
ARFRVNAFNQIJRGAGAVFRT IPS[Y
ARFRVNAFNQINRGAGAVFRTIPS)S
ARFRVNFNQ)RGAGAVFRTIPS[Y
ARFRVNAFNQIJRGAGAVFRT IPS)S
ARFRVNAFNQIRGAGAVFRTIPSES
ARFRVNAFNQIJRGAGAVFRT IPS)S
1 D. ABIFANVIFKER GE VEMUTIJARRED
1 .. SE@IFNSINIFNREL PN THRMEMR

1 skosk ok ko ok ok ok | *kkkkk kxkxk * * %k > >k % %k % * 15k 5k %k %k k %k

AT Lo ST L

ANAPRGLVLVTGPTGSGKSTTLA M
B RGLVLVTGPTGSGKSTTLAAY
LRI RGLVLVTGPTGSGKSTTLAA|Y
IBMPRGLVLVTGPTGSGKSTTLAAM
RIMIPRGLVLVTGPTGSGKSTTLAAM
OMPRGLVLVTGPTGSGKSTTLAAM
MPRG VLVTGPTGSGKSTTLAAM
MPRG VLVTGPTGSGKSTTLAAM
OMPRG VLVTGPTGSGKSTTLAAM
IMNSIPRGLVLV|YGETGSGKSTTLA M

U:ZZ:ZZ(DG1ZEZU =

R

M) st W e hel AR

kokkokk Dk skl kk kkk * % %k * %k % k % R I S S B I B I |

Rl AT VL

NQREV[ESIDT®SIEIY ALR ALR E\PD ILVGE TAAETGHLVGUGTLHTRS Al

EDPIEFVHRNKKCL DTIREFNPAALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTRISARK
EDPIEFVHRMSKKCL DTIMFNPNALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTHNS AWK
EDPIEFVHIKKCL ALRSALREDPDIILVGE RDLETIRLA TAAETGHLVEFGTLHTJNS AEIK
EDPIEFVHIMKKCL ALRSALREDPDIILVGE RDLETIRLA TAAETGHLVEGTLHTpNS AEK
EDPIEFVHINYKKCL ALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTpNSAEIK
EDPIEFVHRNKKCL ALRSALREDPDIILVGE RDLETIRLA TAAETGHLVEFGTLHTpNS AEK
EDPIEFVHRMSKKCL ALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTpNS ALK
EDPIEFVHRMSKKCL ALRSALREDPDIILVGE RDLETIRLA TAAETGHLVEFGTLHTpNS AEK

1 EDPIEF Hj#iK EL Tia - ETGHL[®R TLH - NYAIMN

1 EDPIEFVH|¥K C
EDPIEF HaJs{alC
EDPIEF HIN¥;#X¢C

* ok X

TIJAETGHL[®Ul | T L HESRYANNR]
INJAETGHL{opN ' T L HESBYANL]
INSAETGHLVF | TLHESANNN]
kk Ll lx %1 %

BNOQREVED TRSFIAYAL NENLR E\PD IL GE
BQREV[ERAD TPSIFIMNAL NENLR EPD IL GE

PUT L D1 e el Doiskoor Lok D D L D Dokksokrokkok o kr DL

159
155
155
155
155
155
155
155
155
155
153
155
156

239
235
235
235
235
235
235
235
235
235
233
235
236



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1307
1283
1259
1202
1194
1020

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
293491 DCD74 RS08550 WP 112926946 .
1177 A1552VC RS01165 WP 000422572.
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1307 DR RS10055 WP 010888596.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
293491 DCD74 RS08550 WP 112926946.
1177 A1552VC RS01165 WP 000422572.
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1307
1283
1259
1202
1194
1020
1081

DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
293491 DCD74 RS08550 WP 112926946 .
1177 A1552VC RS01165 WP 000422572.
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1

consensus

1
1

1
1

ok ok | ook ok ok ok ok ok

sy

ATAT

véﬁNk

LTRSS 1e]

*kk | % * |

AATAACRS E

OORR

APATPAAPAAGRSEPGRAGGFGRR

kok o kokok ok Dokokok |okokokokok |

§Y§TA [ &E Blik hascomemipes

*

418
344
344
344
344
344
345
345
345
381
368
381
383

*

I %%k * %k %k %k X33 * kkk |k kokokskskkk kokkkk * 1k
FREEIS ERVEITS o s m e R EDS s RN
ARLANDASAGLGGA.. ... SMTPAAPPVPAYNSASSSSTGRGGDFGRGAA

IDME.............
LEMSDDDPGRSFR. . ..
RKMTFDGQRRNLK. . ..

319
314
314
314
314
314
314
314
314
314
313
315
316

394
344
344
344
344
344
345
345
345
381
368
381
383



(>4 S

non conserved
similar
>50% conserved



