
logo

MA
M
E
M
T

Q
S
T

Q
R
T

P
Q
C
K
L

V
AL ILVVDDEEPRDLICRLELMLEQVI

M
VTLAGTRMKGI

L
D
K
R

V
T
E
H
R

L
S
TAARYNRTVEGKAEQARKEQQLFLTARQEFQHPYFDAFLCLTDLMNRLPDGNSGMLEDI

L
L
V
A
K
Q

Y
H
V
I
Q
S
A
Q
H
N
R

H
YPMNQTPAIV

NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 293488 DCD74 RS08055 WP 112926855.1 .MTTTQCALVVDDERDIRELLVVTLTRMGLRVETAATVGAAKQQLAQQPFDFCLTDMRLPDGNGMEILAHISAHYPMTPA 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT............ENALENKLLIGRSLPIQ 148
NTDB id 293488 DCD74 RS08055 WP 112926855.1 AMITAFGNVEAAVEALKAGAFDFVAKPVDLHALRDLVRHALKLRSERGNAATAPAPGEKPAGAADSGAFAMMKGDSPAMD 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA...............PVDNRLLGESPPMR 143
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLI 228
NTDB id 293488 DCD74 RS08055 WP 112926855.1 ALRQTIAKVARSQAPVYIWGESGTGKELTARSIHELGPRAGGPFVPVNCGAIPAELMESEFFGHKKGSFTGAHADKEGLF 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLF 223
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLIL 308
NTDB id 293488 DCD74 RS08055 WP 112926855.1 QAANGGTLFLDEVAELPMPMQVKLLRAIQEKKVRPVGAATEIDVDVRLLSATHKNLAKLVEEGKFRHDLYYRINVIELRV 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRV 303
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRA 388
NTDB id 293488 DCD74 RS08055 WP 112926855.1 PPLRERGNDLQPLAEGILTRLAGAHGVATPRLGTSAEQALASYAFPGNVRELENILERAMTMAEGDVIQAEDLRLPAAAA 399
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPG 383
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NISN........PFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRL 460
NTDB id 293488 DCD74 RS08055 WP 112926855.1 TVPSAQHSPAPAPVPTQEATMPVESVVAEAIDIEPGKALPDAIEKMERTVIEQALVANRYNKTKTAAQLGITFRALRYKL 479
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ASQEG........................AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRL 439
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logo KKFLGLIDTETEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KKFGLDTETEQEV 473
NTDB id 293488 DCD74 RS08055 WP 112926855.1 KKLGID....... 485
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KKLGID....... 445
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