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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWN.DRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWN.DRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 293485 DCD74 RS07505 WP 112926761.1 .MARGINKVILVGNLGNDPETKYTQGGMAVTKISLATTSVRK.DRDGNNQEKTEWHRVTFFGKLGEIAGEYLRKGSQCYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQE.........AYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQE.........AYQRPAQQSRQPAPDA 143
NTDB id 293485 DCD74 RS07505 WP 112926761.1 EGRISYSETTGDDGQKRYFTDIIA....DEMQMLGGRGDGGGGG.GGFGGGQERAPRA...................... 131
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQGGM...NVPAQ....QGSWGQPQQPAKQHQ..P 150
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFG.GNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVED.......IDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVED.......IDDDIPF 174
NTDB id 293485 DCD74 RS07505 WP 112926761.1 .......QPAQRREPQRQAPPAQDFANDGGFDDDDIPF 162
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQ...QSAPQQYSQPQYN.EPPMD.......FDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AT...RPQPAQKPAAQAE.PPMDN.......FDDDIPF 180
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