
logo MF
I
LNQSRVMSVLTVGRLTKRDPVEDLRYTPQSANSGTAAVAGHSTVFSTMLAVDNRKQSTFKTSNKQANSGDE I

RETADYF IVNCQTVLTIWRRKQTSAENTVFALNYFCLTQKKGSLAVGVESDGHR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 293417 LPEG9 RS11915 WP 109990388.1 MLNSVSLTGRLTRDVDLRYTQSGTAVGSFTLAVDRKFKSKNGERETDFVNCQIWRKSAENFANFTKKGSLVGVEGHIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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EPSKRNPQTAGRTEGSTEGKQANQSAGRSDPQSKGDGSGQYANQESTAGQNAFSGNSAGSGNQSYFNGGGQSNQADQNSGPAFGTGSTPNAQNQSNQTGQTNRTAPRPNQAAGSRNANSFNTANQADTDPFANDNG

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFANDG 160
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
NTDB id 293417 LPEG9 RS11915 WP 109990388.1 TYDNAQGQKVFVTEVIVENFALLESRQASQNSPKSQQTANASA.........A..ATTNASQTTPNASRANATDPFANNG 149
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSN..GSQQSGFTSPQQTGNAPAANNTQADPFANNG 158
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NTDB id 113 BSU 40900 NP 391970.1 KPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............ 113
NTDB id 293417 LPEG9 RS11915 WP 109990388.1 QPLDISD.DLPF 160
NTDB id 624 LCA RS00040 WP 011373726.1 QAIDISDDDLPF 170
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