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INRVVLVGRLTKRDVPDELRTYTGPSNSGI
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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 293380 DLD54 RS00040 WP 038520442.1 MINRVVLVGRLTRDPELRTTGSGISVATFTLAVDRQYTNAQGERGADFISCVIWRKAAENFCNFTSKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!*! *!**!*!!**!!*!**!!**!*!*!!!!*!!*!!* !!!**!!**!!!!*!*!!!*!!!
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LLEPSKRKNTDGTGRTGEAQSRGQQGDNSGAGSYNQTENPFGNNSGNQGGNSQYFNYGGGNQSNQDNQNSTGNPNFGNTGPSPNMQGNQNTGPQRNAQRPNANQAGLNDNSFNTNQTADQDPFAGN

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS..GSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFAN 158
NTDB id 293380 DLD54 RS00040 WP 038520442.1 NYDNKDGQRVYVTEVIVDNFSLLESRKDREARGQNGGYTPNN.NGN..Y..GNQNTNNNPNMGTPNQNNGLDNTQDPFAG 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS..N..GSQQSGFTSPQQTGNAPAANNTQADPFAN 156
consensus !!*!**!!!!*!!!!*******!!** * * * !*** !*** * !**** * **** * **** * !!!!*
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NTDB id 113 BSU 40900 NP 391970.1 DGKPIDISDDDLPF 172
NTDB id 293380 DLD54 RS00040 WP 038520442.1 SGDTIDISDDDLPF 169
NTDB id 624 LCA RS00040 WP 011373726.1 NGQAIDISDDDLPF 170
consensus ! !!!!!!!!!!
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X ≥ 50% conserved


