logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 293356 DKK66 RS07330 WP 131356708.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 293356 DKK66 RS07330 WP 131356708.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 293356 DKK66 RS07330 WP 131356708.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 293356 DKK66 RS07330 WP 131356708.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 293356 DKK66 RS07330 WP 131356708.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 293356 DKK66 RS07330 WP 131356708.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

1

1

e G0l L bRl AL s ety

HAEQQPLVL VDDEJSD [98L TL RMG [TiRARGHV

AK * LigiyR)gs| DIACLTD ' [JLPDGSGLD ' Vi&sl EIANN¢P (' TPI
MIJWNRR VI VDDEPDIRELLE TLf| MG D{RMyAGNVEDAKINJLNREPF LJLTD R PDGI3G VEBRAEQGLIYIIES
RURYAN L. VDDEPDIRELLE TL RM{ DTRSJARINV A ELL REPFDLCLTD RLPDGSGLD V[N [a]ap38:P[R]T P
Fokokok Dok Dok okokokok | okokokok | skokokokokokok  skokokokokok | skokokokskokokokokokokok [k [kokok | Dok | kkkx ko *kok |k

ol é:@@AYgAL&A AE el st o

NKNQNYIGFIGSSQTMQA YIRATESRS ANS

*

EH TTE.ALENKLLIGRSLP!QQ RIPAI[HK AR

JK EEJSARL G SPRMiBY RRJJl DKLAR|
PEAEEAPVD RL G SPPMJiIA RNQIGKLAR

ST ol e L LESEkF o it 1)

SQARV I GESGTGKEQRJAARLIHEQS@R ERPF [§ NCGAIPERJLMESEFGE{ KGE\FTGAM

sokok Dlsk Doskoskosksk Dk Poksksk DDk Poksksk |l skosksksksk | sk skosk skosk ok ok ok

Pk Poskskskokse DL DD D Dok |oskoskosk |oskskok

L LBt 5 B A st RN R

Q
E A LPL MQVKLLRA QEKK REVGSDQE DVDER IEA H@DLDLLVRQG FRQDL R JIV ELILPPLRERGED L
EVA LPLAMQVKLLRAIQEKKVRK GS|¥QERJ3VDVRIICATHKDLAAWMVIFAGEFRQDLYYRLNV PLR PPLREIRJED P
E J\VDVRI CATHKDLAARVEAGRFRQDLYYRLNVII®RLR PPLRERBKIED P
Pokskskskskokokok Dok DD D Dok Dskskoskosksksksk |k sksksk D Dok Dosksksk Doksksk Dsksksk b sk bk Dl D Dok Dosksk Dsksk Poksk D DT ks k|

bl ebyeotusiadL Toobimatuser MR A AERbals ED%&%QH i & ;ﬁ%?é

F ISE °G PIAYRL MVE 33Q YR  PGNVR ¢ L © N\YLERRVEYLR[EE DM PPP A
CM PLT?A LLQMEFPGNVRELEINM ERA TLREDINN SH H RAN FA
Q

Pokror ] Lok LD DLk LR L DT DLk LD LLLL okkok Lrgkrl DLxl 11

EQD
DiiPG . AlQ

kokkokkk ko

PH R
kkk kxkk k| k%

E YS

RFIGA DR.ATA ISRLTIgDAVI®N LAY PGNFRELENHLERAVALNEDDIS
BMER Al @CEPINRLT DANE LI YRIFPGNVRELENMLERAJTLEEDDM
kD okoskokokokokokokokokk kDD Pk lok !k ] kokkkkxkok!

%k %k % Kok kokok o ckokokokok

g sl Wbl TFS DL e

L

L..... IHENK HEI..FP. .[MwMTHRQMSIERFNEHAACD G PRIVAT Y[#D PS IYREBBQTWNEKVKEKEKER 455

SIQTTVINAPQ KLPS G R IE | L ALRJYT WNRTMAAK LG TFRSERYRLKK|YG 'DYgAEAaIAS 473

......... ATPGYAGS) I E AILJAL ATR NRTWNAAKMLGLTFRSMRYR [} LG I)qAE 445

......... GRAEESET DJIE QAT QALERTRWNRTEVAA[N LGLTFRSMRYRLKKL G I|)I 445
* *kokk k ok ****I* K Dokokokokokok Dokokokokokok Dokok 1 Dskok | ko skok ok ok ok % ok ok ok K % ok ok

151
159
154
154

231
239
234
234

311
319
314
314

389
399
387
387



(>4 S
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similar
>50% conserved



