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NTDB id 293352 DKK66 RS05710 WP 131356161.1 MFSFFKKKPKPVETPVIEPQTEPTQSTAVESPVAVPENN......................................... 39
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQE.TAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEA 79
consensus !!!!!**!*!* *** !*! ** !!!*!! * !*****************************************
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NTDB id 293352 DKK66 RS05710 WP 131356161.1 PAPVVQAEAVAPVVASTVT..AAEIPTTESAAPAKKLSWTERLKAGLSKTRDKLGKSLAGLFGGGKIDEDLYEELETVLL 117
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
consensus * * ! * !! !! ** * ** * *!! ! !!! !! !*!!!**!!!!!*!!!! ! !!!!!!!!!!!*

logo TAGDMGMDEATELHYLLMKDVREGRVSLKGLKDGNSELKRGALKDEASLNYDEL IHKPLEKPLDVLVNPEGTKEKPFVIML
MAGI

VNGAGKTTS IGKLAK
NTDB id 293352 DKK66 RS05710 WP 131356161.1 TADMGMDATLHLLKDVRERVSLKGLKDGSELKGALKDSLNELIHPLEKPLDVN.GKKPFVIMMAGVNGAGKTTSIGKLAK 196
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
consensus !*!!!!*!! *!*!!!! !!!!!!!!!! !!*!!!!* ! *!!*!!!!!! *** ! !!!!!*!!*!!!!!!!!!!!!!!

logo YFYQAQQGKSVLLAAGDTFRAAAREQLMQAWGEGRNNVTVIASQQTGTGDASAAVCFYDAI
VQAAKTARGIDIVLADTAGRLPTQLHLMEE

NTDB id 293352 DKK66 RS05710 WP 131356161.1 YYQQQGKSVLLAAGDTFRAAAREQLMAWGERNNVTVIAQQGGDAAAVCYDAIQAATARGIDIVLADTAGRLPTQLHLMEE 276
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
consensus !*! !!!!!!!!!!!!!!!!!!!!! !!! !!!!!!! ! !! !!!!*!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 293352 DKK66 RS05710 WP 131356161.1 IKKVKRVIQKALPDAPHEVILVLDANIGQNAISQVKVFDDALGLTGLILTKLDGTAKGGVIAAIAKQRPIPLRFVGVGES 356
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
consensus !!!!!!!*!!!*! !!!!*!*!!!!!!!!!!* !!! !!!!!!!!!!!*!!!!!!!!!!**!!*! !!*!*!**!!!!

logo IDDLRPFDNASKRADFYVDALFLD
NTDB id 293352 DKK66 RS05710 WP 131356161.1 IDDLRPFNSKDYVDALFD 374
NTDB id 1118 NGFG RS11455 WP 003696286.1 IDDLRPFDARAFVDALLD 417
consensus !!!!!!! * *!!!! !
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