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NTDB id 1242 Cj0011c YP 002343483.1 ................................MKK...LLFLFFALTAFLFGAVNINTATLKELKSLNGIGEAKAKAILE 45
NTDB id 293349 DKK66 RS04405 WP 045845420.1 ................................MKKLFALIVGMFFICASALAAININTANQQQLESLNGIGPVKAKAIID 48
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NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV.LFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAE 79
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