
logo MKRKYIVLVALATMVLSVLMGVLGALASGACATTQEGTAVYDKDADQEITRQGDWTSVEKLYSAEAHQDELNSGSNYTRAVKLYETI LEASRFPYTGSRYHARQQASQMLDLTA
NTDB id 293304 DK842 RS18295 WP 114062747.1 MKRYVVAAMLVMVGLAGCATTETY....DETRGWTVEKLYSEAHDELNSGNYTRAVKLYETLEARFPYGRYAQQAQMDLA 76
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKIL.LTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTA 79
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKIL.LTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTA 79
consensus !!*** ********!**!!!**! ******!**!*!!!!!*!!*!!!!!*!!!!!!!!!!*!!*!!!**!*!*!*!*!*!

logo YTAHYYKDGDEPKEDLKAI
LASAAI EDRF IRKRLHPTQHPNLMDYI

A
Y
LYLKRGLVYLYFNDEDSQGSLFLANKW

LAGSQDMWSEDRDPRKAANREAFYAQAFRAELTVTQRFPN
NTDB id 293304 DK842 RS18295 WP 114062747.1 YTHYKDGEPELAIASADRFIKLHPTHPNLDYIYYLKGLVYYNDDSGLLAKWAGQDMSERDPRAAREAFAAFRELTTRFPN 156
NTDB id 1102 NMB RS03635 WP 002244053.1 YAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPN 159
NTDB id 1106 NGFG RS01495 WP 003687645.1 YAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPN 159
consensus !**!!!*!***!*!***!!**!!!*!!!*!!**!!*!!!**!*!***!*!*!*!!*!*!!!*!*!!!**!!*!!**!!!!

logo STKYAPADAKTAKRMI
V
R
KLVDALGGNEMHSVARYYMKRGAYLIAAANRAKQGKVIVIKGDSYAQNTKRYPVEEASLAIMLVEALAYDKKLQDLKPRQLRADADATHRR

NTDB id 293304 DK842 RS18295 WP 114062747.1 STYAPDAKAKMIRLVDALGGNEMHVARYYMKRGAYLAAANRAQGVVKDYANTKYPEEALAIMVAAYDKLQLPQLRDDAHR 236
NTDB id 1102 NMB RS03635 WP 002244053.1 SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRR 239
NTDB id 1106 NGFG RS01495 WP 003687645.1 SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRR 239
consensus !*!!*!!*!*!**!!!!!!!!!!*!!!!!!!!!!!*!!!!!!******!*!!*!*!!*!!!***!!*!!**!*!**!**!

logo VLAELTNYFPQKSQPYFLKNTHKQAPWMQRPSVEDEDMPWWKRLYWKH
NTDB id 293304 DK842 RS18295 WP 114062747.1 VLALNYPQSQYLNKPWMVEEMPWWKLWK 264
NTDB id 1102 NMB RS03635 WP 002244053.1 VLETNFPKSPFLKQPWRSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 VLETNFPKSPFLTHAWQPDDMPWWRYWH 267
consensus !!**!*!*!**! *! **!!!!**!*

X non conserved

X similar

X ≥ 50% conserved


