logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1021
1314

293299 DK842 RS09970 WP 114061337.

1094
1089
1120
1122
1250
1399
1152

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1021
1314

293299 DK842 RS09970 WP 114061337.

1094
1089
1120
1122
1250
1399
1152

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1021
1314

293299 DK842 RS09970 WP 114061337.

1094
1089
1120
1122
1250
1399
1152

consensus

ACIAD RS00975 WP 004930462.1
DR RS00625 WP 010886768.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1

NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
GCO85 RS13065 WP 027219989.1
DSB67 RS15600 WP 010645755.1

A1552VC RS00200 WP 000654772.

ACIAD RS00975 WP 004930462.1
DR RS00625 WP 010886768.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1

NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
GCO85 RS13065 WP 027219989.1
DSB67 RS15600 WP 010645755.1

A1552VC RS00200 WP 000654772.

ACIAD RS00975 WP 004930462.1
DR RS00625 WP 010886768.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1

NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
GCO85 RS13065 WP 027219989.1
DSB67 RS15600 WP 010645755.1

A1552VC RS00200 WP 000654772.

1

et oot ety Rl tlmhesien st

Klé-Lw
MITILSSHHYHT@KV|IYVI®Q. .. .HS
MTLPSPAAAHARHLINLBTIARIENIG

....... MK QERRAVNTARAIRCINNEK
* ok 1 %k % *

Ef LSVE

LSGEK KM YEED CETMQPQRLSDWQKMGLEANHBAKRLEEY . HTLQ| WQFiEK
LT A

PRR IENHRJHIFEINE A /NS ABEMRNA

RRMEGLDSRSVA. . .AIGCAK

..... I\ QDB ANAB SN

A AMIREK QINIEINTR NV E KL AR [ A TS A

A AREK QINIEING R N E K BV AR ) A TSH

AP AMREK HINAEINAR NIV E K BIVL AR ()] A FSH
AARIQIAE A
NFDPDFIKT

SKEISHMMATRLPINNLQ . | FTPKQWLACGL.PEQLVFLTTQAA .....

* % U skok ko ok ok ok * % ok % k * k% * % * kkok

\.i&g@ 0 Byl LeDep) e A&\.T% 55 FJ. Pkl . 1 .§6A|V SR ASVbAE AEA.F%Lé

§iPDIRP Af@ES QT
GRGLPGpEZAAIRE

S lDzﬁAHsAAL&A; . WM\L 10l el WE e A

BENIAV GTG DLCYPSGNKALKQHIRIQGGAIVSEFLPGTPPLQIHFP
SGEASSPyRsGANE;

MG @ VSGLARG DTAAHE ALIIAN
G GYAVVSGLASGIDEAAHQGALPHP

PYQDRZE LFGQGS QSE. ......
ALGDPPEVL RGAGGAELLAGLGTVPHS
PISIBNIAIIERREMT. . . .. .. VP A vGSRHA

Pk Dskkk | % * %k T EEARES % % 5k %k k %k Xk * *

GINTIAV GTGIDCIYPRRHLKLAEQI.EN:
V43 AR HEGIWAQR NN .

147
155
138
144
144
144
144
138
141
139

221
230
212
218
218
218
218
212
215
213



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1021
1314

293299 DK842 RS09970 WP 114061337.

1094
1089
1120
1122
1250
1399
1152

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1021
1314

293299 DK842 RS09970 WP 114061337.

1094
1089
1120
1122
1250
1399
1152

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1021
1314

293299 DK842 RS09970 WP 114061337.

1094
1089
1120
1122
1250
1399
1152

consensus

ACIAD RS00975 WP 004930462.1
DR RS00625 WP 010886768.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1

NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
GCO85 RS13065 WP 027219989.1
DSB67 RS15600 WP 010645755.1

A1552VC RS00200 WP 000654772.

ACIAD RS00975 WP 004930462.1
DR RS00625 WP 010886768.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1

NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
GCO85 RS13065 WP 027219989.1
DSB67 RS15600 WP 010645755.1

A1552VC RS00200 WP 000654772.

ACIAD RS00975 WP 004930462.1
DR RS00625 WP 010886768.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1

NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
GCO85 RS13065 WP 027219989.1
DSB67 RS15600 WP 010645755.1

A1552VC RS00200 WP 000654772.

AR el Ve LT Bel Sl e

Wl L
.(Eﬂ\l/\ V. =S | '“'F'!:A%A
LSIBG LVVEAWLKSGSLITANNAAE G \UVIZA PGH.YSEFHQGCHQLI

LSIG 'LVVE ‘J3JKSGSLITApgsIAI - [€GRy§VIZA VP G¥Nel Pil - FIGIJHIL I - DGA\YLIERYNAD ' LyE | NAfeITINZ
L RIGELVVEA gWNSGSLITARLANIE NR VMA PGSIiESINN
LS(AANMNLVVEAALJINSGSLITARLAAENIGREVMAVPGSI|gNPsIS
LSANMNL.VVEAALIXSGSLITARLAAENIGREVMAVPGS I|NP31S

GCH LIKDGAKL

LSQVTLVVEAALESGSLITAELAAEMGREVMAVPGSIDNPHS

GCH LIKDGAKLi
LSNMNLVVEAALIRSGSLITALAAERGREVMAVPGS IYNPLIS T
LS|NY LV EAA KSGSLITAR AME R V@A PGSIjsINP)R
LSRG LVVEAAJRKSGSLITARMAIR

* 1k | * 1 * * kx|

Sl Aaiacoeplvag LF|

1%&%§£SJNKDI ETRREAVQTA¥ QUL EAKFS20 °§o§#@§gwiL2
HSQEMASGEANADES. . . . . . GKTDDA.........
A e
P e e

TIIWAGEPEKRITAVQTASDQLSLPEGKMHSEKTENRP VGG SERD RV
IIWSDTPRTGRRTVQTAY. . APPPAAKMJXSEGAAGGTAVGGESDEIIGS
IIWADTPRTGRRAVQTAY. . APPPAAKM|ESEGAAGGTAVGGEEDRIIeI
..................... FSLASGK.....

FSAPID ELPFPQLLANVGN

BINQEL. . ..D
LSEQVPY.AT ..................... FSAVQS ELPFPE|RRANV[ET
*  kokkok k% k% * k%

Flollay

= A/\Ytks R

TIPNGEP KRITAVQTASDQLSLPEGKMPSIKT NRPVGGSEEDRVIe

BrRiRr,

IARLEVCIQQSERYLRCRSPY

383
370
359
397
397
395
395
361
369
371

X non conserved
B similar
> 507 conserved

301
310
292
298
298
298
298
292
295
293

363
355
339
378
378
376
376
341
350
352



