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NTDB id 293285 DK842 RS01530 WP 114063561.1 MKQSLQLKVSQQLTLTPQLQQSIKLLQLSTLDLQAEVERFLLDNPLLERGDDPRDGEAAT.................... 60
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!**!!*! !!!!!!!!!*!!!!!!**!! !!! ! *!!!!!! ** ! ! ********************
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NTDB id 293285 DK842 RS01530 WP 114063561.1 ......NGAEQKDGAAESAEG..DSRDDSAGELLDWGAG....GRKSDDDDFDPMLNVPCPVSLREHLLTQLGEIVLSDR 128
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus ******!!!** ! ! ! ! **! ! * ! !! **** * !!*!! !! ***** !!*!* !!*** !!*!
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NTDB id 293285 DK842 RS01530 WP 114063561.1 DRAVMRLLIEELDEDGYLPQDLDELAGNLPLELELDSDELAVGLALLQQFDPAGVGARSLAESLELQLRRLPGGKPGHPL 208
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD..SPAKPL 238
consensus !**** !!! !!**!!!* !!!* * !! !!!** !!! *! *!! !!!!!*!!!! !!*! !!! !!*** !**!!

logo ALATIVNREQHLEPLLAGAGRDYATKRLKKALLRSCVDDAGAELKRAEAHQAEL IARRSLANPFHPAGHTAGFGSHRAGDEAVDHFYVI
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NTDB id 293285 DK842 RS01530 WP 114063561.1 ALAIVREHLPLLGGRDYAKLKKLLRCDDAALREAQALIARLNPHPATGFSHGDVHYVIPDISVRKLRGRWAAELNRAAMP 288
NTDB id 1425 RS RS02020 WP 011000369.1 ALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMP 318
consensus !! !! !!*!!**!!! *!!! ! *!!* !* !* !! ! !*!***! *** **!*!!* !!! * ! ! !!* !!
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NTDB id 293285 DK842 RS01530 WP 114063561.1 RLRVNRLYERMLADSRGQGGE..MSGRLQEARWLVKNIQQRFDTILKVAEAIVERQQLFFERGEVAMRPLILRDIAEELG 366
NTDB id 1425 RS RS02020 WP 011000369.1 RLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLG 398
consensus !!!*! *! *! !!! ! *** *!!!!!!!*!!!!!!!!!!!*! !!!!!! !! *!!*!!!!!*!!*!!* !!
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NTDB id 293285 DK842 RS01530 WP 114063561.1 LHESTVSRSTSQKYLLCSRGLFELKYFFGSSLETESGGECSATAIKAHIRGMIDAEDRAKPLSDSAIADALAKQGIQVAR 446
NTDB id 1425 RS RS02020 WP 011000369.1 LHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVAR 478
consensus !!!!!*!! !**!!* ** ! !!!!!!!!!** !!*!! *! !!!*!*!* ** !!!* !!!!! !!* !* !! !!!

logo RTVAKYREALMKQIPAVNSLRKASL
NTDB id 293285 DK842 RS01530 WP 114063561.1 RTVAKYREAMQIPAVSLRKAL 467
NTDB id 1425 RS RS02020 WP 011000369.1 RTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!* !!!! !!! !
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