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NTDB id 293280 DKM44 RS09485 WP 109827160.1 .MSVLRALLPRPCPGCGEGLGREAGLCQSCRAQLSPRAERHSLLSAEVTPHLVVLGRHHGALRRAARELKYTGHRDLAQV 79
NTDB id 1312 DR RS07135 WP 027480036.1 MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARDVAGP 80
consensus ** *!! !!!!*!!!!! !!! !!!! !!! ! !! !!!!*!!! !!!!! !!!**! *!!! ! !!! !*!!*! *
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NTDB id 293280 DKM44 RS09485 WP 109827160.1 LGAALARGVPGEWQLRAVSAVPMHPARQRQRHFNHAEVLARCLAAELGLPYLDSLRRTRQVAQQARLSGEERRRNLEGVF 159
NTDB id 1312 DR RS07135 WP 027480036.1 LGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQQAKLHASERSSNLAGAF 160
consensus !! !!! !!!* !!* !! *!!*!! !!! !**!*!!*!! **!!!!!*!*!* ! !!! !!!!*!** !! !! ! !
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VRGAGEAVLPPGQPTLL ILLVDDVLTTGSASTLLMACRDALHQAASGVTDQLKYYAAVLVATR

NTDB id 293280 DKM44 RS09485 WP 109827160.1 EARGGEALPQPLLLVDDVLTTSATLMACRDALQASGVTQLYYAVLTR 206
NTDB id 1312 DR RS07135 WP 027480036.1 AVRGA.VPPGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR 206
consensus !!** *! *!!**!!!!!! !!*!!!!!!*! !!! ! !! * !
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