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TEANLRRHFGSTAERAAVLAGAPLPATEQLRERVEPGLDRSKRSLVAGAIGGMAPGKALAGAEER
NTDB id 293270 DKM44 RS01760 WP 245895997.1 MSRSPGPTSTVTSVDTDAELLALLTLRFTPGLGPRRTEALRRHFGTARAVLGAPPAQLREVPGLDRKSLGAIGMPGLGAR 80
NTDB id 1314 DR RS00625 WP 010886768.1 .......MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEE 73
consensus ******* * *** *!!!!!!!!!!!!!!!!!!! ! !!!!!!*! ! !*!!* !! !*!!! *!**!!! * *
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NTDB id 293270 DKM44 RS01760 WP 245895997.1 AEQELQRAQSAGVQVLGRGLPGYPAALEALQDPPAILWVRGPDLPQ.....EVVPRAVGVVGTRTASQYALMLSRQLSGD 155
NTDB id 1314 DR RS00625 WP 010886768.1 ARAELNKAAERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGE 153
consensus ! !!**! !! *!!!!!!!!!!!!!!! !!!!*!!!!!* * ***** !!* !!*!!!! !!**!! !*! * !*
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NTDB id 293270 DKM44 RS01760 WP 245895997.1 LARAGVNIVSGLARGIDSAAHQAALDAGG.....VSTALLGCGVDVIYPAENARLAARLTLVSEYPLGTRPATHHFPQRN 230
NTDB id 1314 DR RS00625 WP 010886768.1 LAAAGVLIVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMVVVSEYPLGTGPAQHHFPSRN 233
consensus !! !!! !!!!!!!!*!*!!! !!!*!* ******* **!!**!!!!!! !!* !!*!* *!!!!!!!! !! !!!! !!

logo RLVIAALSAGSVI
LVVEGENQRKSGASLMITATHALDECGRTVFAVPGRAGDPLRAASGPHARL ILRDEGAVLTERSAEQDVLDTELGNWGSGLAPTAAPA

NTDB id 293270 DKM44 RS01760 WP 245895997.1 RLIAALSAGSIVVEGNQKSGAMITATHALECGRTVFAVPGRAGDPLAAGPHRLLREGAVLTERAEDVLDELGWSGAT.AA 309
NTDB id 1314 DR RS00625 WP 010886768.1 RVIAALSAGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPAPA 313
consensus !*!!!!!!! *!!!! !!! *!!!!!!!*!!!!!!!!!!!!!!! ! !!! !*!*!!!!!! ! !!! !! ! !***!
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NTDB id 293270 DKM44 RS01760 WP 245895997.1 PPDLSPEQALVYNALPPLGAALLDDVATRSGLDLSQTQLALTMLGLCGLVEEQGGRYLRR 369
NTDB id 1314 DR RS00625 WP 010886768.1 VPDLPPEQARVLRALQT..PATLDDLAATTGLSIPELQTALVMLQLQGLAYEVGGRWSR. 370
consensus *!!!*!!!! ! !!*****! !!!*! *!! ** ! !! !! !*!! ! !!!* !*

X non conserved

X similar

X ≥ 50% conserved


