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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 293267 DKM44 RS00575 WP 109824541.1 .MTLSIGDRRLGAILLEQGYVNDADLQRALDRHLEVGGRLADILIDGGLVGEKRIARALEEAFGLPLVDLTALTPDPQAI 79
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPS. 159
NTDB id 293267 DKM44 RS00575 WP 109824541.1 ASIPASAAVQAQGVPFALE..NGSLRVAFVDALNNVALETMEDESGYIIEPYQALREQVNWAIASFYPELGLPIPTLGGE 157
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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NTDB id 1028 TT RS08215 WP 011173991.1 .GEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVR.KGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 293267 DKM44 RS00575 WP 109824541.1 TQ...GVSLLGQRLVARGFVSEAQIMNALEQQRHSGVSLGTVLLGMKLITEEQLYETLAEQGGAQYVRDTREYRPGEEVL 234
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 293267 DKM44 RS00575 WP 109824541.1 GLLLRADALRLAAVPVSQEGGVVSIITGDLRRREDIEALIGREVRLLLARPSDVDNLIERAYPQKGRLGEAMVQQGTLSR 314
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 293267 DKM44 RS00575 WP 109824541.1 AQLREALQVQARQGKVKPLGEVIVELGFAASDEIDAALVKQNAGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFVDPVT 394
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 293267 DKM44 RS00575 WP 109824541.1 SPPDTKVALMIPEATARRYTVVPMRLQGESLVIAMKDPRNVFALDDLKLITGR.....EILPAVMAEKDIIRLIERYFGD 469
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITGK.....EILPAVMAEKDIIRLIERYFGE 472
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKKQAEE....EVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPK 553
NTDB id 293267 DKM44 RS00575 WP 109824541.1 KDMAKLNEELAKTSRQKEKEQETVDLSSLDDNAVVRVVDGLIREAALQDASDIHIEPTEHSVRVRYRIDGSLREHMELPR 549
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAERNKT..QQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPK 550
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NTDB id 1028 TT RS08215 WP 011173991.1 GALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERF 633
NTDB id 293267 DKM44 RS00575 WP 109824541.1 GAAQSMLARIKIMGNLDISERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPEVEQLGFSEHNFGRF 629
NTDB id 1306 DR RS10060 WP 027479822.1 GAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARY 630
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NTDB id 1028 TT RS08215 WP 011173991.1 KEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDI 713
NTDB id 293267 DKM44 RS00575 WP 109824541.1 LDVIEKPNGIFLVTGPTGSGKSFTSFSTLKRIARPDKNTTTIEDPIEYEIPGIIQSQVNTTAGLTFARALRAFLRQDPDI 709
NTDB id 1306 DR RS10060 WP 027479822.1 TEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDI 710
consensus **!**!*!!!!*!!!!!!!!!!!*!!*!!!!!*!*!!!*!!!!!*!!!*!!!*!*!!! **!*!!!!!!!!!!!!!!!!

logo IMFVGE IRDQSTETAKIAVTEAALTGHMLVI
LATLHTNDAAPQGAVITRLEDEMGI

VENPFNI SASALVMIGVLSAQRLVRRVCESTHECKQRVEPVTKNPADPE
NTDB id 1028 TT RS08215 WP 011173991.1 IMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPE 793
NTDB id 293267 DKM44 RS00575 WP 109824541.1 IFVGEIRDTETAKIATEAALTGHLVLATLHTNDAPGAITRLDEMGVEPFNISASVIGVLAQRLVRRVCTECKRPTNADPE 789
NTDB id 1306 DR RS10060 WP 027479822.1 IFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPE 790
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NTDB id 1028 TT RS08215 WP 011173991.1 TLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYK 872
NTDB id 293267 DKM44 RS00575 WP 109824541.1 VLRRLGIGERELRGANLQRGAGCPRCGGTGYKGRMGIHELMVVDDPIRRAIGQRQTAAEIREIAVEQSHMKTLRQDGIEK 869
NTDB id 1306 DR RS10060 WP 027479822.1 VLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEK 870
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NTDB id 1028 TT RS08215 WP 011173991.1 ALQGITTLEEVLARTIE 889
NTDB id 293267 DKM44 RS00575 WP 109824541.1 ALVGTTTLEEVLAVTSS 886
NTDB id 1306 DR RS10060 WP 027479822.1 ALQGLTTLEEVLAVTAS 887
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