
logo MNDFETKI EKAAYENLLLEDNVCQLRLQENTDQLKHTNHSLYDAL I EQNAI
CYLDGGAKETGEANDKDTFVI LKAENDNQKAKLCRDQLNLSKEEWRRASYFQFLI F IKLAATQS

NTDB id 293203 DK182 RS00935 WP 019773539.1 MNFETIEKAYELLLENVQLLQNDLKTNSYDALIEQNAIYLDGKTENKTVLANDQALCDLNLSKEEWRRAYQFLFIKLAQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!*!!*!!*!!!*!*!*!***!*!**!!!!!!!!!*!!***********!***!**!!!!!!!!!!**!!*!!!**!!
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NTDB id 293203 DK182 RS00935 WP 019773539.1 EPLQANHQFTPDSIGFVLLFLLENLTKEESLDLLEIGSGTGNLAQTLLNNSSKGLNYLGLEVDDLLIDLSASIADVVGSD 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!!!!!**!*!!!*!!****!!**!!!!!!!!!!*!**!!!!!***!*!*!!!!!!!!!!!!!!!!**!*
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HFVQEDAVRPSQLI LKESDVI IVI SDLPVGYFYPDNDAKIASQRYQVAAQKDLDGHTYAHHLLMEQSLKYLKAKNEGFLAI FLAPVNDLLTSPEQ

NTDB id 293203 DK182 RS00935 WP 019773539.1 ASFVQEDAVRPSLLKESDIIVSDLPVGYYPDDAIASRYQVAAQDDHTYAHHLLMEQSLKYLKANGFAIFLAPVNLLTSPQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus **!!!!!!!!!**!!!!!*!*!!!!!!*!!*!*!!*!!!!!!***!!!!!!!!!!!!!!!!!**!*!!!!!!!*!!!!*!

logo SDPLLKAKWLKQGNYNAVDTIVLAVITSLPEEALI FGKNQPKASNAIKS I FVLQKKQTSVQQASPLETSFVYPLSTDLQDRPDEKVLLRDRFMEKNFKKWSKAEEDYNI
V
L
F

NTDB id 293203 DK182 RS00935 WP 019773539.1 SDLLKAWLKGYADIVAVITLPEELFGNPANAKSIFVLQKQTVQAPETFVYPLSDLQDRDKLLDFMENFKKWSAEYIL 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!!!*!!*****!*!!!*!!!**!****!*!!!!!!*!!**!**!*!!!!!*!!!!***!**!!*!!!!!******
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