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NTDB id 602 KW2 RS03060 WP 011834647.1 ..... julepg® PIVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDEMANSITIAQLLFLDAQDWTKDIYLYVNTPGGSVSAG
NTDB id 611 V4T04 RS07970 WP 003129593.1 ..... juledg PIWVIEQ SRGER YDIYSRLLKDRIIMLTGPVED[EMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 293175 DK181 RS08630 WP 002963348.1  ........ MIPVVIEQTSRGERSYDIYSRLLKDRI MLTGPVEDNMANSIIAQLLFLDAQDMTKDIYLYVN PGGSVSAG
NTDB id 282 KZH43 RS03215 WP 000613477.1 ........
NTDB id 246 SPD RS03495 WP 000613477.1 . ....... MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 244 SPR RS03300 WP 000613477.1 ........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDSTKDIYLYVNTPGGSVSAG
NTDB id 242 SP RS03655 WP 000613477.1 ........
NTDB id 330 STU RS11365 WP 002949732.1 ........
NTDB id 298 STER RS01925 WP 002949732.1 ........
NTDB id 376 SMU RS07595 WP 255262720.1 AN SNOBIMIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANSITAQLLFLDAQDIYTKDIYLY N PGGSVSAG
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 ........
NTDB id 445 SPYM3 RS01720 WP 002985850.1 ........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 86 BSU 34540 NP 391334.1 . ..... IPVIEQTRGER YDIYSRLLKDRIIML[ESYN
NTDB id 1223 Cj0192c YP 002343650.1 .......
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NTDB id 602 KW2 RS03060 WP 011834647.1 TASSGIWKGKRFMLPNAEYMITHQPMGGE\GINJGTQQTDMATNAENLLKTRISQILEN
NTDB id 611 V4T04 RS07970 WP 003129593.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGRIGTQQTDMAINAE[RLLKTRISILEM
NTDB id 293175 DK181 RS08630 WP 002963348.1 IASSGKGKRFMLPAEYMIHQPMGGTG GTQQ DIAAEHLLE]TR
NTDB id 282 KZH43 RS03215 WP 000613477.1 TASSGI\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRNMY
NTDB id 246 SPD RS03495 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEA
NTDB id 244 SPR RS03300 WP 000613477.1 TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIMA
NTDB id 242 SP RS03655 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIEY
NTDB id 330 STU RS11365 WP 002949732.1 TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRAN
NTDB id 298 STER RS01925 WP 002949732.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLK TR
NTDB id 376 SMU RS07595 WP 255262720.1 I IASSGKGKRFMLPNAEYIHQPMGGTGGGTQQ DMAIAAE@LLKTR
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTR|:83
NTDB id 445 SPYM3 RS01720 WP 002985850.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR|:8
NTDB id 86 BSU 34540 NP 391334.1 ..
NTDB id 1223 Cj0192c YP 002343650.1 ..
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NTDB id 602 KW2 RS03060 WP 011834647.1 ENIHAD AERDEIWMBJAISETLEYGFIDEIMIXNNES . 199
NTDB id 611 V4T04 RS07970 WP 003129593.1 EMIHADAERDIWMBJAISETLEYGFIDEIMIXANNHS . 199
NTDB id 293175 DK181 RS08630 WP 002963348.1 K ITHIDAERDNWM AISETL YGFIDEIMJANNJALKP 196
NTDB id 282 KZH43 RS03215 WP 000613477.1 HIXDAERDNWMSAMETLEYGFIDEIMEINNS] . 196
NTDB id 246 SPD RS03495 WP 000613477.1 HIADAERDNWMSARETLEYGFIDETIMEINNSIL IS 196
NTDB id 244 SPR RS03300 WP 000613477.1 HIADAERDNWMSARETLEYGFIDEIMINNKILIS 196
NTDB id 242 SP RS03655 WP 000613477.1 HIADAERDNWMSARETLEYGFIDETIMEINNSIL LS 196
NTDB id 330 STU RS11365 WP 002949732.1 HYDAERDNWMSARNETLEYGFIDETIMpSNN(NL K 196
NTDB id 298 STER RS01925 WP 002949732.1 HWUDAERDNWMSAMETLEYGFIDEIMJYN N8 . 196
NTDB id 376 SMU RS07595 WP 255262720.1 IHDAERDWMEAETLYGFIDEIMNN . 204
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 I THIADAERDMWMS AIMETLI\YY GF IDE I MIXN N . 196
NTDB id 445 SPYM3 RS01720 WP 002985850.1 I THIND AERDF(WMS AJIAETLE\YGF IDE I MI3N N) 196
NTDB id 86 BSU 34540 NP 391334.1 LAY GO EQI[BADE RDN S AIRERLEY Gl I DIX IRy Eg2i) K 197
NTDB id 1223 Cj0192c YP 002343650.1 194
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