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NTDB id 293166 DK181 RS06295 WP 002963077.1 MVKKSKSSMKREQKALLSLIGLVLVLLLGFVATNDKISNQNPIKHVAQQLTGQNQGRRRSSSSQEAPTQTLADSVMTQEV 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 ..........MNKKTRQTLIGLLVLLLLSTGSYY...IKQMP.....SAPNSPKTNLSQKKQASEAPSQALAESVLTDAV 62
NTDB id 221 SPD RS09380 WP 001036779.1 ..........MNKKTRQTLIGLLVLLLLSTGSYY...IKQMP.....SAPNSPKTNLSQKKQASEAPSQALAESVLTDAV 62
NTDB id 187 SPR RS08930 WP 001036779.1 ..........MNKKTRQTLIGLLVLLLLSTGSYY...IKQMP.....SAPNSPKTNLSQKKQASEAPSQALAESVLTDAV 62
NTDB id 152 SP RS09870 WP 001036779.1 ..........MNKKTRQTLIGLLVLLLLSTGSYY...IKQMP.....SAPNSPKTNLSQKKQASEAPSQALAESVLTDAV 62
consensus ***!****!!!!***!!!****** **!*! *****************!!!*!*!!*!!*!**!

logo KNSQLIPKEGQSMLDEWNGASGAYF I LVNNGNKTDNLDAKVASSNKPYVANDNQKTKLTI
V
Q
G
G
K
Q
ETVPSTQVANALLASKSATRQYRKNRQKETGNGSTDSWTPAPGW

NTDB id 293166 DK181 RS06295 WP 002963077.1 KNQLPEQMDWNGAGAYILNNNKTDLDAKVASNPYVNNQTKLIQGQTVPSQANALLAKSTRQYRNRQETGNGSTDWTPAGW 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 221 SPD RS09380 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 187 SPR RS08930 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 152 SP RS09870 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
consensus !*!******!!!*!!*!*!*!!!*!!!!!*!*!!**!*!!*****!!!**!!!!!*!*!!!!*!!*!!!!!!!*!!!*!!

logo HQKVTKNLSKGASYDTHAVDRGHL ILAGYALAIGSGLKDGFDASTSNPAKNVIAVQTAWANEQASQSASEQYSTGQNYYETSLKI
VRKALDKQNKRVRYRV

NTDB id 293166 DK181 RS06295 WP 002963077.1 HQKTNLSGAYDHAVDRGHLIAYALAGSLKGFDASTSNPANVAVQTAWANEASSSQSTGQNYYETLIRKALDKNKRVRYRV 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 221 SPD RS09380 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 187 SPR RS08930 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 152 SP RS09870 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
consensus !!**!!*!*!*!!!!!!!!**!!!*!*!*!!!!!!!!!*!*!!!!!!!!*!****!!!!!!!!***!!!!!*!!!!!!!!

logo TLVYYQAESNDENDL IVAPSGASHQLI EAKSSDGSELEFNVFL IVPNVQKGI
L
S
QLDYYRSTGQEVSTPVKTSQ

NTDB id 293166 DK181 RS06295 WP 002963077.1 TLVYQE.DNLIASGSHLEAKSSDGSLEFNVFIPNVQKGISLDYYSGQVSPKS 291
NTDB id 262 KZH43 RS08770 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!*!*****!**!*!**!!!!!!!*!!!!!**!!!!!!**!!!**!*!****
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