
logo MEKNTKKKSLLSQMASPYLKGYKRALFGLAVI
VFSTI IVSSTITVIGPDKRLKEMTDTMTKGLAGKNIDLDKIGES IALMTLALLYFIAGGAL

NTDB id 293164 DK181 RS05045 WP 028798403.1 MKTKKKSLLSQMSPYLKGYRALFGLAVVFSIISSTITVIGPDKLKEMTDTMTKGLAGNIDLDKIGSIAMTLALLYIGGAL 80
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus ! !!!!!!!!! !!!!!!*!!!!!!!*!*!*!!!!!!!!!!*!!!!!!!!!!!!!! !!!!!!! !!*!!!!!! *!!!

logo VSYATASF IVSTL IQKRFSQRLRNAIADKINKVPLKYFDSHASQGDTLSRVTNDVDLMTQSFNQSLVSTMVAAS I IVLL IGS I FMM
NTDB id 293164 DK181 RS05045 WP 028798403.1 VSYAASFIVSTLIQRFSQRLRNAIADKINKVPLKYFDSHAQGDTLSRVTNDVDLMTQSFNQSLVTMVASIVLLIGSIFMM 160
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus !!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!! !*!!!!!!!!!

logo IKTNGAFLAATAIGLSVFAGFLVLSTGTLVIMAKRSQPLFKKQQAKNLADVSGYVEE I
VYSGHNVVSTSYNAI
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NTDB id 293164 DK181 RS05045 WP 028798403.1 IKTNGFLAATAIGSVFAGFLLTGLIMARSQPLFKKQQKNLADVSGYVEEIYSGHNVVTSYNARRESKEAFEKLNQDLFSS 240
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus !!!!! !!!!!! !!!!!!*!* *!!!*!!!!!!!!! !!!!!!!!!!!*!!!!!!!*!!!! !! !! !! !! !

logo MWKSQFFSGIMMPLMMQF IGNFGYVMVC IVGARTMAINGDITMGTIVAFMTYVR I FTQP IASQIAQGITQLQSANAAMGRVFE
NTDB id 293164 DK181 RS05045 WP 028798403.1 MWKSQFFSGIMMPMMQFIGNFGYVMVCIVGARMAINGDITMGTIVAFMTYVRIFTQPISQIAQGITQLQSANAAMGRVFE 320
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo FLDEEE I
MEDVEDNHVKAVKQLDEKVEKGDNVANFDENVFFGYNSPDKTI IHDFSAHKAKAPGQKIA IVGPTGAGKTTI
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NTDB id 293164 DK181 RS05045 WP 028798403.1 FLDEEEMEVEDVKAKQLDKVKGDVAFENVFFGYNPDKTIIHDFSAKAKPGQKIAIVGPTGAGKTTMVNLLMRFYEINKGR 400
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !!!!!!*! ! *! !!!*!! ! ! !*!!!!!! !!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!*!!!!!!!!!* *!

logo I S IDGVNIHDMKTRKSEVHDAFASMVLQDTWLFEGTVKENL I FYNQEKHITDEQVI
LAAAKAVGVHHFYIKTLPKGYDTVLDDSVTL

NTDB id 293164 DK181 RS05045 WP 028798403.1 ISIDGVNIHDMKRSEVHDAFSMVLQDTWLFEGTVKENLIFNQEHITDEQVLAAAKAVGVHHYIKTLPKGYDTVLDDSVTL 480
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus !!!!!!!!!!! ! !!!!!! !!!!!!!!!!!!!!!!!!*!! !!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!

logo SVGQKQLLMTIARALLKDASPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQGNS
NTDB id 293164 DK181 RS05045 WP 028798403.1 SVGQKQLMTIARALLKDSPLLILDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGN 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!



logo HDQEQLMATEQNGFYADLYNSQFATESAEVA
NTDB id 293164 DK181 RS05045 WP 028798403.1 HQELMTQNGFYADLYNSQFASA.. 582
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA 584
consensus ! !! !!!!!!!!!!!! **
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