
logo MFKI FKRLNSAKEWGMI
V
I
LLSTAI F ICLLAVWMDLKTPEYMSKNITTLLQNTKGTTATSDIMDPGSKMLLMFSFGSFFLMAVFLVGFLAAS

NTDB id 293163 DK181 RS05040 WP 002959422.1 MFKIFKRLSAKEWGMIILSTIFILLAVWMDLKTPEYMSKITTLLQNKGTTTSDIMDPGSKMLLFSFGSFLMAVFVGFLAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!!!!!!! !!!!!!**!!! !!*!!!!!!!!!!!!!! !!!!!! !!!! !!!!!!!!!!!*!!!!!! !!! !!!!!

logo RTAASFTTRLRSDI FNQRVAMDYSEQAE IKKRFS IVPSLLTRTTNDLTQLQIMITVMGMQVVTRGP IMAI
VWALTKIWGKSDGESWTGQA

NTDB id 293163 DK181 RS05040 WP 002959422.1 RTAASFTTRLRSDIFNQVADYSQAEIKRFSVPSLLTRTTNDLTQLQIMITMGMQVVTRGPIMAIWALTKIWGKSGSWTQA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!!!!!!!!!!!!!! ! !!! !!!!*!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*!!!!!!!!!! !! !

logo VGVAVL IVFL I LMLSVLLMFVAFPRQRKQVQGSLTDALNSTTRESLTGVRVVRAYNAEDYQDKTKFKRQRENEKNSLTKLNLFLVYRLMSL
NTDB id 293163 DK181 RS05040 WP 002959422.1 VGVAVLIVLILLSVLLFVAFPRQRKVQGLTDALNSTTRESLTGVRVVRAYNAEDYQDKKFRQENESLTKLNLFVYRLMSL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!!!!!!! !*!!!!*!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!* !! !!!!!! !!!!!!!

logo MNPVMTMVVFSSGLTLAIYW IGAHYLLNDI
VKI

VPMTTVDSKTSPMVMKMVATAEAAKGKAI
V
A
KDR I

VS IVFSDMVVFSSYAMQVVI
VGFMMMVAI

NTDB id 293163 DK181 RS05040 WP 002959422.1 MNPVMTMVFSGLTLAIYWIGAHLLNDVKVPTVDKTSPMVMKMVAEAAKAVKDRVSIFSDMVVFSSYAMQVVIGFMMMVAI 320
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTS.........VTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAI 311
consensus !!!!!!*! !!!!!!!!!!!!*!!!!*!*! *********! ! !* !!*!*!!!!!!!!!!!!!!!*!!!!!!!!

logo F I I LPRALVSAKR INEVLALNSPSSVHKFKENQYSKAPDNAGQRKGEQVEFVHDVSFRYSKNSARAAVI EHVSFKSAEKAKGEQTVAF IGSTGSGK
NTDB id 293163 DK181 RS05040 WP 002959422.1 FIILPRALVSAKRINEVLALSPSVKFKNQSKPDNGQKGQVEVHDVSFRYSKNSAAAIEHVSFKAEKGQTVAFIGSTGSGK 400
NTDB id 369 SMU RS04255 WP 002263293.1 FIILPRALVSAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGK 391
consensus !!!!!!!!!!!!!!!!!!!! *!!*!! !!*!!* !! !! !!!!!!!!!!! ! !!!!!! ! ! !!!!!!!!!!!!

logo STLVNL IPRFYDATEGWIKI
VDGI

VKVEQDYSHDDLNNKVGYIPQRTAVLFSGTIRSNI
M
A
QFGQRSADQAGHPLDSDADDKIWEALELAQAK

NTDB id 293163 DK181 RS05040 WP 002959422.1 STLVNLIPRFYDATEGWIKVDGVKVEDYSHDDLNNKVGYIPQTAVLFSGTIRSNMQFGRSAQGHLSDDDIWEALELAQAK 480
NTDB id 369 SMU RS04255 WP 002263293.1 STLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAK 471
consensus !!!!!!!!!!!!!!!!!!!*!!*!! !!!!!!!!!!!!!!!! !!!!!!!!!!!* !! ! !* ! ! !!!!!!!!!!!

logo

D
NFVEESKDEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPE I L I FDDSFSALDYKTDRI LRENDELANKKTKSDELMTKL IVAQR I S

NTDB id 293163 DK181 RS05040 WP 002959422.1 DFVESKDKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILREELNKKTSDLTKLIVAQRIS 560
NTDB id 369 SMU RS04255 WP 002263293.1 NFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRIS 551
consensus !!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *! !!! **!!!!!!!!!!



logo TIMDADHQI LVLDQGKVVGQGTHKELLANSNDS IVYQE IAYSQLSKEELENEGDK
NTDB id 293163 DK181 RS05040 WP 002959422.1 TIMDADQILVLDQGKVVGQGTHKELLASNSVYQEIAYSQLSKEELENED 609
NTDB id 369 SMU RS04255 WP 002263293.1 TIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!! ! *!!!!!!!!!!!!!!!!
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