
logo MKDEPFDSEI FKRNTFL INTATMTERTSYI
VQELASKKSHGVEHLASGPQGFWTVMSFYLFKDENQRDGKE I F IKDI EEKRLDR I SKSVATSNL IKRMEKNGF IQS

NTDB id 293162 DK181 RS05035 WP 002959424.1 MKDPFDIFRTFINTMETSVQELAKKHGVEHLAGPQGFTVSYLFENRDKEIFIKDIEERLRISKSVASNLIKRMEKNGFIQ 80
NTDB id 368 SMU RS04250 WP 002263292.1 MKEPFSEFKNLITATERYIQELSKSHGVEHLSGPQGWTVMFLKDNQGKEIFIKDIEKRLDISKSVTSNLIKRMEKNGFIS 80
consensus !!*!! !* ! ! *!!! ! !!!!!! !!!!*!! *! *! !!!!!!!!! !! !!!!! !!!!!!!!!!!!!
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NTDB id 293162 DK181 RS05035 WP 002959424.1 VKPSLKDKRYKQIVLTELGLDKAEKIKVFRSKIEEIILKDIDKKNLEVARRVFLQIKTNLEK.. 142
NTDB id 368 SMU RS04250 WP 002263292.1 VIPSRKDRRYKQIVLTPLGQEKAGKITVFLTDLKKLLLKDISQEDLSVARKVFKQIKQNLEKKE 144
consensus ! !! !!*!!!!!!!!*!! *!! !! !! * * **!!!! ! !!!*!! !!! !!!!**
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X ≥ 50% conserved


