logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
293135 SALB1 RS17885 WP 109995085.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
293135 SALB1 RS17885 WP 109995085.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

NK!ARFR\/ A udeach

.S RFRVSAFFQRELPGAVIRRIE REPIE|D LKLPEILQN ApWNSRGLVLVWUGEATGSGKSTT AAMTG
I

ERNERFRVSAF (\RDMP¢
BUARFRVNAFEIQIIENRYG  VIURIAIP WVRIT - (L PFRE® T ANWWNPRGLVLVTGPTGSGKSTTLA M

= = = ZSlolel = Sl = = = =

 Dlrgl s st

S

MPMIRVEIG

. LLAF[INK JYASDLHLS G BJPMIRVIG
BNMD IMELLINFSVKBIJASDLHLSAG PPM R DG
MRVMDIIELLINFSVKEWASDLHLSAG PPM R DG
MNMDI LLAFSVK [ASDLHLSAG PPMIRVDG
MMMDIIELLAFSVK I SDLH SAG PPMIRVDG
MNMDIMELLAFSVK |4 SDLH SAG PPMIRVDG
BNMDI ELLAFSEK [ASDLHLS G PPMIRVDG
MNMDI ELLAFSEK [ASDLHLSAG PPMIRVDG
MNMD I ELLAFSV@ IIASDLHLSAG PPMIRVDG
MMMDI ELLAFSVK [ASDLHLSAG PPMIRVDG
MNMDI ELLAFSVK [ASDLHLSAG PPMIRVDG
AMDI ELLAFSVK [ASDLHLSAG PPMIRVDG
* * ok |k ok ok ok Pl ok sk | % ok % %k % * 1 ko * % % * * * * % * % * %

M AR5 oL e Pt RV TS KSW\A

===~ li=cji=c = ]i-v]i=c - -] =- = l=v}

KRR

RFRVSAFYQRNLAGIVLRRIE | 14T 'E° LIL P LIK A|NNSRGLVLIAYGETG GKST LAAM
M

\Y TRIRMEMK P S PRSI HiBzP L K E WM S K|ife IJ GE\TG GKST LA M

ARFRVNAFNIN&RGlY AVFRTIPSEQVL
ARFRVNAFNpNSRGIY AVFRTIPSEVL

E LI\PNIFMISTIAIMPRG VLVTGPTGSGKSTTLAAM
E LEPHITIFMNIAIRIPRG VLVTGPTGSGKSTTLAAM

DT ARMMPRGLVLVTGPTGSGKSTTLAAM
E ASFSRGLVLVTGPTGSGKSTTLAAﬂ
V

I ARMSIRGLVLVTGPTGSGKSTTLAA
ISTIPAYPRGLVLVTGPTGSGKSTTLAAM
I PAYPRGLVLVTGPTGSGKSTTLAAM
DIIOMMPRGLVLVTGPTGSGKSTTLAAM
DI[@MPRG VLVTGPTGSGKSTTLAAM
DIIMNPRG VLVTGPTGSGKSTTLAAM
DI[@MPRG VLVTGPTGSGKSTTLAAM

T *okok Lkl Kk kk kkok kk  kok Dkskkokok L DLk D D1 sk

bRzl ol ND&QRﬁEIEﬁE&E e

1563
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

)

s

1177
1203
1019
1307
1086
1116

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
293135 SALB1 RS17885 WP 109995085.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

TRV et

1177
1203
1019
1307
1086
1116

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
293135 SALB1 RS17885 WP 109995085.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

DVFPA[EK
DVFPA[§EK

TIDRIIDVFP B K
TIDRIIDVFP EEK

ook | okok ok ok ok ok ok ok %

R LA

WNALR ALR [APD
INYALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
SJ\ALRSALREDPDJILVGE

WPNALRSALREDPD
NPNALRSALREDPD
MIZALRSALREDPD
RIZALRSALREDPD
WMAALRSALREDPD
IWNALRSALREDPD
IWHALRSALREDPD
IMAALRSALREDPD

e NN

AR Ll b Mt

MUGGGRVAHEIM
MUGGGRVA[GHEIM

L

DT L T

RERIEN DNALINJAETGHLVF | TLHENUYAR(N
RDMETI JAA TAAETGHLVIJIGTLHTHS Ajg:

G
G

LALTAAETGHLVGTLHT SAAK
LA TAAETGHLVFGTLHTYSA
LA TAAETGHLVFGTLHTRISARN
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT

R 5 0
;

e

TR

J

Ql

:NKGGRVAAHEIM CHIG

. NK[HEARYL
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI

MIUGGGRVAAHEIMI
*ok D okokokok | okokok

kkok 1|k

EIM [9 [¢

PAIRNLIREWK

PAIRNLIREK
IIPATRNLIRE[EK
INPATRNLIRENK
IIPATRNLIRENK
IIPATRNLIRENK
Kk kokokkkk | |

AQMYSHIQTG
AQMYSEAIQTG
AQMYSHIQTG
AQMYSE\IQTG
AQMYSEVIQTG
AQMYSEAIQTG

kokokkokk Xk

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1

293135 SALB1 RS17885 WP 109995085.1

1283
1259
1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1

293135 SALB1 RS17885 WP 109995085.1

1283
1259
1202
1194
1020
1081
1060
1040

consensus

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

00 v s

NPES
-iREE/E\EE)\K‘r,;;;\E,\ID»( S RERVREIDET o avis AR R EDOs G REF R A
DSANDLRLMLKTKRGDDY...GSGSLQNVKI........ DME..............
pERIe Ay NMY VQEEISEY EDJAL LHJ\ADSSNDLRLMIKLGSETDGEHLTSVS.QGLTL. . . . .. .. EMSDDDPGRSFR. . ...
WWEDIRAIRFDIRYDHQHESS Y ADIALKHIADSPNNLRLQIKLSEEANKPLDNRERMSEMER. . . . . . .. KMTFDGQRRNLK. . ...

WEPIRAMY Qi VDDKIBEQDALES
A YA GIF REHIESE Y DK

X non conserved
B similar
>507% conserved

368
381
383
418
347
347
345
345
344
344
344
344
344
344
345
345
345

LERMIDPKEFARLANDASAGL. .. .GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
IAPEVE RRRINAN SESMSFE . . . e
IAPEARRRRINQANSESMSE . . . . e

368
381
383
395
347
347
345
345
344
344
344
344
344
344
345
345
345



