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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 293128 SALB1 RS11550 WP 109994011.1 MASRGVNKAIIIGNLGADPETRYTAGGTAVTNVNVATSESWRDKSSGEMQERTEWHRVVFFARLAEVAGEYLRKGSKVYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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QMLDGSGRAGSNAQSEGNGQSDGFGMSAAPAPYDEFQEGGGMYNGVQPRSANSQEQQAGSGAGSQWYNGQGQRAGPPAQANQPYQAGTSGNSYNQGKQRGQHGPYAPSDNYAQN

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYEEGYGQSQEA..YQRPAQQS...RQPASD..... 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYDEGYGQSQEA..YQRPAQQS...RQPAPD..... 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDF....GG....NQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 293128 SALB1 RS11550 WP 109994011.1 EGRIQTRKWQNKDGVDQYTTEIVANEM....QMLDSRGAGQGGSAPFGGGGQRSQGGAQGGGQNYGGSQGGG........ 148
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQ.QGGMPAQGGMNVPAQQGSWGQPQQPA...KQH........ 148
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NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQ.EAPAAPRRQPVP...AAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQ.EAPAAPRRQPVP...AAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQKPAAQ.AEP.PMDNFDDDIPF 180
NTDB id 293128 SALB1 RS11550 WP 109994011.1 QSSN...QGGAPQYQRPQPAGGDPGFDDDLDDDIPF 181
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQ...QSAPQQYSQPQYN..EP..PMDFDDDIPF 177
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