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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPN 77
NTDB id 293127 SALB1 RS11485 WP 109993999.1 MNAAAQNAARALIVDDEADIRELLEITLGRMGIETVAVADLTTARRRFDDQHFDLCLTDMRLPDGEGIELVRHINDRAKS 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .....MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQ 75
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTE..NALENKLLIGRSLPIQQLRIAIK 155
NTDB id 293127 SALB1 RS11485 WP 109993999.1 CPVAVITAYGSAEAAVASLKAGAFDFVSKPIDVAGLRALVAQALKLAGLDHDAPPHPSLDVSPRLVGQTETMARLRETIA 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE.....EAPVDNRLLGESPPMRALRNQIG 150
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 KIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGS 235
NTDB id 293127 SALB1 RS11485 WP 109993999.1 KLARSQAPVYITGESGTGKELVARMIHAEGPRVNGAFVPVNCGAIPAALMESEFFGYLRGAFTGATRDTPGLFARADGGT 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGT 230
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERG 315
NTDB id 293127 SALB1 RS11485 WP 109993999.1 LFLDEIADLPLAMQVKLLRAIQERSIRPVGATMETAVDVRVVSASHRDLSIEVARGRFREDLYYRLNVIEVKVPPLRERT 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERR 310
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EDVLLLANHFIQKICMEWETP.PKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPF 394
NTDB id 293127 SALB1 RS11485 WP 109993999.1 DDIPALSDRILAGLARKMRLERTPRLTDEALAALLRYNFPGNIRELENILERAVTLAESPLIEREYLRLHS.......PL 393
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EDIPLLAERILKRLAGDTGLP.AARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLAD.......AP 382
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 293127 SALB1 RS11485 WP 109993999.1 ADAV......ASNPADIVLDESVDLESQLEALERERIQSALEACRYNKTKAAQRLGITFRALRYRLAKLGME....... 459
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GA.........SQEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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