logo

NTDB id 293122 SALB1 RS01900
NTDB id 1118 NGFG RS11455 WP
consensus

logo

NTDB id 293122 SALB1 RS01900
NTDB id 1118 NGFG RS11455 WP
consensus

logo

NTDB id 293122 SALB1 RS01900
NTDB id 1118 NGFG RS11455 WP
consensus

logo

NTDB id 293122 SALB1 RS01900
NTDB id 1118 NGFG RS11455 WP
consensus

logo

NTDB id 293122 SALB1 RS01900
NTDB id 1118 NGFG RS11455 WP
consensus

logo

NTDB id 293122 SALB1 RS01900
NTDB id 1118 NGFG RS11455 WP
consensus

WP 109992319.1
003696286. 1

WP 109992319.1
003696286.1

WP 109992319.1
003696286. 1

WP 109992319.1
003696286. 1

WP 109992319.1
003696286.1

WP 109992319.1
003696286. 1

FSFFRRKKKQETFALEEAQUQETAAKVESEVAQIVEN | KEDVESLAESVKCRAESAVETVSCAVEQUKETVAE  PSEA

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG
K 3k 3k ok ok ok ok ok ok ok ok ok K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K 3K K 3K 3K 3K 3K 3K 3K K K K K K K K K K K K K K K K K K K oK K K K K K K K K K K K

canervEsakevEnc B T TR R R sk eyeelbvgt T
— s R
sty et g sl e L sl O T
Wﬁ"‘lﬁéﬁ%@ﬁﬁ% E?;E 35l H$§I Eﬁ D S‘éEE %85%

*I*I**|I * | % * | x| x| *kx x| Iox % I*II** I*II [ R |

Ao Lt DTFRAAAVEQR& A DSAA\/VDAg S L

IROPEAGKSV LAAGDTFRAAAV INRNNVIZV SQE GADSAH A ARG D ADTAGRLBITQEHLMEE
F AQGKSV LAAGDTFRAAAR GRNNV V SQIy GP DSAA A ARG o) ADTAGRLI|ZTQIRHLMEE
] 1 ||| Pl bkl ksl D] X 1o

Rl 1 DAW QNAV&QWNAF D EOR

KK KRVLHIK[RW APHEI  V DAjWNG MDA GLTG TVTKLDG ASG F CQKL IGVGEN
KK KRVL[K AIPGAPHEI V DARRAG Q DDA GLTG IVTKLDG AING SDRP P R IGVGE[

DA
DA
]

A
EE A ! [ | II**I Tl x LT II** I % % kxklxlx!l 1111

VRDlRVFBAE M ks

G I:|F DALJIDR Q A YAV
R F DAL|#D 417

II *|*| EAEINN I***

X non conserved
B similar
i >50% conserved
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