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NTDB id 293108 CPZ25 RS03950 WP 096919809.1 MDYIKDKGILLVDDEPELLKLVHKILENEGFAKVYTASSVAEGMTVFLEKAPDMAVLDVMLPDGEGFELLKFIRNSSDIP 80
NTDB id 372 SMU RS05280 WP 002262198.1 MN.YKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTSTIP 79
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NTDB id 293108 CPZ25 RS03950 WP 096919809.1 VLFLSARGNAEDRFTGFGLGADDYIIKPFLPKELVFRITAILKRAYKNEAPTFTLADATIDLDRAEIIRGEEHLPLTAKE 160
NTDB id 372 SMU RS05280 WP 002262198.1 VLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDDTLILPTCQVNFSQALITKGELEIQLTAKE 159
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NTDB id 293108 CPZ25 RS03950 WP 096919809.1 HAILQKLYENAGKIVTIGSLCDYVWEGDSYGYEKPLMAHIGRIREKIEADPSHPKALVTAKGLGYKLLVSK 231
NTDB id 372 SMU RS05280 WP 002262198.1 YSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS. 229
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