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RCCNRCGQVSTDKNQQRYFASFHSYHPCDKSCSGQKDNCKLVY
NTDB id 29303 BPUM RS15880 WP 012011432.1 ......MNMDKAMKLGEQLQSRHLLTAETRCLQSELDWLEEKGLVIRRTAIERKANGLICCRCGVSKNQYFAHSPCDKCQKDCVY 79
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYH..SSGKNKLY 83
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VMMGKRTVSECEEVFPLYESWKTEGEPNPEI ESGNTWAKHS ITEKLTWDRGKNLSKSGQKQKRAASENKVL I EA IKSHKKESDELL IWAVCGAGKTEMVLFHPGI ESYALHNQGLM

NTDB id 29303 BPUM RS15880 WP 012011432.1 CRSCIMMGKTSECEFLYEWTGPPIEGTAHTELTWRGNLSKGQKRASEKLIEAIKHKSDLLIWAVCGAGKTEVLFHGIEYALHQGM 164
NTDB id 108 BSU 35470 NP 391427.1 CRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQGL 168
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NTDB id 29303 BPUM RS15880 WP 012011432.1 RVCIATPRTDVVLELEPRLKKAFHGLKIAALYGGSLQRFQIAPLVIATTHQLMRYKHAFDVLVIDEVDAFPYSMDERLHFAVLKA 249
NTDB id 108 BSU 35470 NP 391427.1 RVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQFAVQKA 253
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NTDB id 29303 BPUM RS15880 WP 012011432.1 MRKKGVRVYLSATPSKKMIRDVSRGQLEAIKIPLRFHQQLLPVPSFQWIGHWKKKLKKNQLPPIVMNWMQNHIAKKRRVLLFVPS 334
NTDB id 108 BSU 35470 NP 391427.1 RKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVPS 338
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VPKNVQTVGVLGAESSTI FTESALVQIASGRATGRH
NTDB id 29303 BPUM RS15880 WP 012011432.1 ISTMKKVTKVLRKHHLNVEGVSADDPDRKQKVQQFRDDKYDVLVTTTILERGVTIPNVQVGVLGAESTIFTESALVQISGRAGRH 419
NTDB id 108 BSU 35470 NP 391427.1 VSILEKAAACFKGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIAGRTGRH 423
consensus *! * ! * * *!* !*!*!**!! !!!!!!! !*!*!!!!!!!!!!*! !! !!!!!!!*!!!!!!!!!! !! !!!

logo

K
P
D
E
F
Y
A
F
D
KGDVFI FYFHFGKLTKRSMKLDQAKRKNHIKVEKMNDELTAAEKEVEFCSETDK

NTDB id 29303 BPUM RS15880 WP 012011432.1 PDFFKGDVFFFHFGLTRSMKQAKNHIVKMNDTAEKEFSEK 459
NTDB id 108 BSU 35470 NP 391427.1 KEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
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