
logo ML
INRVVLVGRLTKRDVPDELRTYTGPSNSGI

A
S
AVGATFSTMLAVDNRTQYFTNQANQSGDERGEADF I SNCVTIWRRKQSAENVFCANFLTSKKGSLAVGI

VDGR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 293016 DKL56 RS00040 WP 109714942.1 MINRVVLVGRLTRDPELRTTGSGISVATFTLAVDRQYTNAQGERGADFISCVIWRKSAENFCNFTSKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!*! *!**!*!!**!!*!**!!**!*!*!!!!*!!*!!**!!!**!!**!!!!*!*!!!*!!!

logo

S
NYDENNQDQGQRVFYVTEVQVAVEDSNVFAQSFLLEPSKRKNTEGTGRTGEAQSGRQSGQDNSGAGFSYNQTENPGTDNSGGNGQNYFNGGNSGNSNQNSTDNGNSPQNQMSGFGTGSTNPSNQNQTNGQSNPRARVGNPANQAGQPNDNSFSTMNQADQD

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSG..SGGYNEGNSGGGQYFGGGQNDNP....FGGNQNNQRRNQGNSFNDD 154
NTDB id 293016 DKL56 RS00040 WP 109714942.1 SYDNNDGQRVYVTEVVVDNFALLESRKEREARSQNGGFTPTD..NG.NFGNSNTNNPQNMG..TSNQNSPVGNQPDSMQD 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQN........FNSNQSNGSQQSGFTSPQQTGNAPAANNTQAD 152
consensus *!*!**!!!!*!!!!***** *!!** * * !*** * !* ******* ** * *** *** ** !

logo PFAGNDNSGDKQAPTIDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
NTDB id 293016 DKL56 RS00040 WP 109714942.1 PFAGSGDTIDISDDDLPF 173
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
consensus !!!* ! !!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


