
logo MKKI LGSTLMALLVLFLLASAVI
V
I
TLAVACANNSGKKDQGTSTSGKDQKLKRVVATTNS I IADITKNIAGDKIDTLHS IVP I

VGKQDPHEYEPLPDEDVKKT
NTDB id 29300 SALIVB RS06360 WP 041817383.1 MKKILSTMALLLLAVVTLAACNN..KQGSSKDKLRVVTTNSIIADITKNIAGDKITLHSIVPVGKDPHEYEPLPDDVKKT 78
NTDB id 439 SPR RS07420 WP 000733056.1 MKK.LGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKT 79
consensus !!!*! !* *! ! * ! !! **! *! !!*!! !!!!!!!!!!!!!!!!! !!!!!!*! !!!!!!!!!*!!!!!

logo SEQADL I FYNGINLETGGNAWFTKLVEKNAHKKTENKDYFAVSDGVDEVIYLEGQNSEKGKEDPHAWLNLENGI I FYAKQNIAKQL IS
NTDB id 29300 SALIVB RS06360 WP 041817383.1 SQADLIFYNGINLETGGNAWFTKLVKNAHKTENKDYFAVSDGVEVIYLEGQSEKGKEDPHAWLNLENGIIYAQNIAKQLI 158
NTDB id 439 SPR RS07420 WP 000733056.1 SEADLIFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLS 159
consensus ! !!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!*! !!!!!!

logo AKDPKNNKETFYYEKNLKETYTDNKLDSKLDKQEASKDEKTFNKNIPADEKKL IVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQIKTL
NTDB id 29300 SALIVB RS06360 WP 041817383.1 AKDPKNKTYYEKNLKTYTNKLSKLDQEAKETFNNIPDEKKLIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQIKTL 238
NTDB id 439 SPR RS07420 WP 000733056.1 AKDPNNKEFYEKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTL 239
consensus !!!! !! *!!!!!! !! !! !!! ! !* !! !! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo VEKLRQTKVPASLFVESSVDDRPMKTVASKQDTNIP IYAKQI FTDS IAEKKQGKQENGDSYYNSMMKYNLDKIAEQGLANKQ
NTDB id 29300 SALIVB RS06360 WP 041817383.1 VEKLRQTKVPALFVESSVDDRPMKTVAKDTNIPIYAKIFTDSIAKKGQNGDSYYNMMKYNLDKIAQGLNQ 308
NTDB id 439 SPR RS07420 WP 000733056.1 VEKLRQTKVPSLFVESSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!! !!!!!!! ! !!!!! !!!!!!!!!! !!
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