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NTDB id 29298 BPUM RS14215 WP 012011106.1 MRKLYSKLTVILVILSFIYVIYISYINVFNIFVGAAVKENSHGQLEVVDVDNFTDSYLAGVRKGDIILEVNGNKKPVEEVKRGFL 85
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKWGYL 85
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NTDB id 29298 BPUM RS14215 WP 012011106.1 ANVKSLVVDRHGDKIDLENVRLLS...QANLFIYLIPVILYSICLFCIFMILKMNKVNQKKSAYILALFLLAVSIGYVSSGGSGK 167
NTDB id 91 BSU 31690 NP 391047.2 SHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFR 170
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NTDB id 29298 BPUM RS14215 WP 012011106.1 GEAISRILVIVTMNSVPPLYMHFMYQYLKELGTEIIRRRVLFYLYLVPVTNVLLVLFYKNKAGPVDLLAYVNLLSFFVLAFLSII 252
NTDB id 91 BSU 31690 NP 391047.2 GHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRIS..FLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLFSFS 253
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NTDB id 29298 BPUM RS14215 WP 012011106.1 ITIRAAKKLKDNEVSNVLRAFALILISSFSPFMLFFIIPYFFGI.YFISPYVVASFVLLIPFFLVYQFMSNKLYNVDFFMGRIKY 336
NTDB id 91 BSU 31690 NP 391047.2 AIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRY 338
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NTDB id 29298 BPUM RS14215 WP 012011106.1 YGFLAITPTILVVVVFDFLQKPNANFYTVKFTIITYILMLTVFYFKEIIDFRFRLKRFSEKHNYQDSVFKFTQLIREASSLHQVL 421
NTDB id 91 BSU 31690 NP 391047.2 YALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQVF 423
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NTDB id 29298 BPUM RS14215 WP 012011106.1 YHLKYTILEVLVVNKAFVLEVKADGQIVEIDESIEESQLWKDYVDQFQDILGEVGKIIALDKGFMMKIGERGGHSFVICCLSNLR 506
NTDB id 91 BSU 31690 NP 391047.2 KELKNTILDVLLVSKAYTFEVTPDHKVIFLDK.HEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNIN 507
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NTDB id 29298 BPUM RS14215 WP 012011106.1 TPKLTRDEISWLKTLAFYTSVSLENVVKIEELMEHLEDLKQREANPAWLKKVMFAMEEKQRSDLARDLHDSVLQDLISLKRQSEM 591
NTDB id 91 BSU 31690 NP 391047.2 TPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCEL 592
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NTDB id 29298 BPUM RS14215 WP 012011106.1 FLTNFQNDQ..CPTSIEQSLISWNEQMSKVIQTTRETCHELRPQLLYDLGLVKAISKLTSQIQEEAPFHIRLNTTRFDKELDIDI 674
NTDB id 91 BSU 31690 NP 391047.2 FLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASL..DL 675
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NTDB id 29298 BPUM RS14215 WP 012011106.1 DSQLNIYRIVQELLSNALKHSQASQVLVMLICIKDQVVLHYEDDGVGFDARHLDQHTMSMGLSGIRERVKALNGKLHIHTAPEKG 759
NTDB id 91 BSU 31690 NP 391047.2 DSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKG 760
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NTDB id 29298 BPUM RS14215 WP 012011106.1 LKVKIEMEL 768
NTDB id 91 BSU 31690 NP 391047.2 FKADIEIEL 769
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