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NTDB id 29291 BPUM RS11970 WP 012010733.1 MLLSKMRWEYEHPSEEKVKSLSENLNISALTASLLVKRGLEEVEEARSFLFDQKAEFHDPFLLKGMKEAVERINKAIEEQESIVI 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
consensus !! !!!!!! *! *!!!!!*!*!*!**! !!!!!!!! * ! !! !!* !*!*!!! *!!!!!! *!! !! !! !*!
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NTDB id 29291 BPUM RS11970 WP 012010733.1 FGDYDADGVTSTSVLLHTLKELSAKVDFYIPDRFKEGYGPNEQAFRYIKEQGASLVITVDTGIAAVNEARIAKEIGLDLIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
consensus *!!!!!!!!!!!!!*!!!! !!! !!!!!!!!!!!!!!!!!!!!! !!! ! !!*!!!!!!!!!!*!!**!!!*!!!*!!!!!!
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NTDB id 29291 BPUM RS11970 WP 012010733.1 EPSEELPEALAIVHPKQPGCEYPFKELAGVGVAFKVAHALLGKLPTQLLDLAAIGTIADLVPLHDENRWLAKKGLMQLRQSNRLG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
consensus !! *!!!* !!!!!!!!!! !!!!!!!!!!!!!!*!!!!!! !! !!!!!!!!!!!!!!!!!!!!! *! !! !! *!!!!
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NTDB id 29291 BPUM RS11970 WP 012010733.1 LKALLKEAGATLEEANEETVGFQIAPRLNAVGRIEQADPAVHLLMTEDKDEAEELARFVQELNKERQKIVSTITEEAIQMVEETG 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
consensus !! !*! !* * !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!!! * !!!!!!!*!! *!*!!! !!! !
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NTDB id 29291 BPUM RS11970 WP 012010733.1 DDQSAIVVAKAGWNPGVVGIVASKLTDTFSRPAIVLGIDEETQMAKGSARSIPGFDLFFHLSKCRDILPHFGGHPMAAGMTLRAD 425
NTDB id 354 BSU 27620 NP 390640.1 LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLKAE 425
consensus !!*!!!!!!!!!!!!!!!!!!!!! ! ! !!!!!!!!!!! *!!!!!!!!*!! !! *!! !!!!!!!!!!!!!!!!!!!*!*
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NTDB id 29291 BPUM RS11970 WP 012010733.1 DVPLLRERLNQYANETLTEEDFIPIQRVDAVCKVDELTVEAIEEMGMLSPFGMQNPKPFIMIEDARLEEIRTIGANQNHIKMSLK 510
NTDB id 354 BSU 27620 NP 390640.1 DVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTIR 510
consensus !!! !! !!! ! !!!!!!!!!*! !! !! !***!!! ! !! !!!!!!! !!!!****! ! !!**! !!!! !*!!***
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NTDB id 29291 BPUM RS11970 WP 012010733.1 DEDKLLDCVGFHQGQLKEEVVTGSRISVIGEMSINEWNNRKKPQLMLKDARVDEWQLFDLRGKNDWEKTIFTLDPEKYVVVCFDE 595
NTDB id 354 BSU 27620 NP 390640.1 NESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKE 595
consensus ! !!!!!!* ! ! ! *!*!!!!!**!!!!!!!!!!!!!!!!!*!!! ! !!!!!!!!!! !! !* !** ! *!*! !



logo DSTKTQTELLVNQI
T
EDLRRE

P
I
VHHVI S

V
H
S
A
K
D
E
N
Q
A
V
K
S
A
TFDLVDEGAKYI

VVFLALDPVPAPDSELDHLMLARQRLLEGNKQAKPAER I
VYFTI

VFLQNRHKEDHFLMSSTFPASRDHQFKWLYYAGF
NTDB id 29291 BPUM RS11970 WP 012010733.1 DTKQEVNI.....PIHH.VHAENVSTFDVEGKYVVFADVPADEHLLRQLLENQKPARVYTVFQRKEDHFMSSFPSRDQFKWLYGF 674
NTDB id 354 BSU 27620 NP 390640.1 DSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAF 680
consensus !* ** *******!** * ** !!**! !*! !*!* **! !!! ! !*! *! *!!!!*!*!! !!*!!! !*!
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M
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NTDB id 29291 BPUM RS11970 WP 012010733.1 LLKRGSFPLKEQGMELAKHRGWTKDTMIFMTKVFFELGFVKIENGVLSIVRDAPKKDLTASASYTAKQRLMELDQTLTYSSAKEL 759
NTDB id 354 BSU 27620 NP 390640.1 LLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEEL 765
consensus !!!!! !**! *! !!!!!*!!* *!* !!!!!!!*!!!!!!!!!!!!*! !*!*!!! ! *! !!! !!!!!! ! !!!! !!

logo KEWLNKSLMMKSEQDVSEPAVLYESTRRT
NTDB id 29291 BPUM RS11970 WP 012010733.1 KEWLNSMMSEVSPVL...... 774
NTDB id 354 BSU 27620 NP 390640.1 KEWLNKLMKQDSEAYESTRRT 786
consensus !!!!! *! !* ******
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