
logo MLAELSTIKNFAI I EELTVSFEKRGLTVLTGETGAGKS I IMIDAI
VSLLVGGRGSSEFVRYGEAKKAELEGLFLLVEPAASDGHPVFLAGLVCAEEQG

NTDB id 29284 BPUM RS10790 WP 012010522.1 MLAELTIKNFAIIEELTVSFEKGLTVLTGETGAGKSIMIDAVSLLVGGRGSSEFVRYGEKKAELEGLFLVPAADHPVFALCEEQG 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLE.SGHPVLGVCAEQG 84
consensus !!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!*** !!! **! !!!
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NTDB id 29284 BPUM RS10790 WP 012010522.1 IDASDEMMILRRDMNNNGKSICRINGKLVTISLLREVGRLLLDIHGQHDNQLLMEDENHLHLLDQFGAEEIAPALSQYQEAYEQY 170
NTDB id 352 BSU 24240 NP 390304.2 IDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRY 169
consensus !! !!!!***!!!* !!!*!!*!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!*!!! !** !* *!! !!!*! !
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T
VKLTALKQKLKQLSENSEQEMAVHRLDL ILQFQLEE I EASAKQLELPGNEDEKQLQEERHQQI SNFYEKI FYESSLQNAYNALRNSEQGGLDWVGMASSASEQL

NTDB id 29284 BPUM RS10790 WP 012010522.1 TKTAQKLKQLSENEQEMVHRLDLLQFQLEEIEAAQLEPGEDEKLQEERHQISNYEKIFSSLQNAYNALRNEQGGLDWVGMSSSEL 255
NTDB id 352 BSU 24240 NP 390304.2 VKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQL 254
consensus ! !!!!!!! !!!! !!!!!*!!!!!!!! ! !!* !!! !!!!!*!!!!*!!!* !!!!!!!!!! !!!!!!!!!! ! !
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MKQLKRKYGATTVEDE I LEYAASKI EEE IDQI EQN
NTDB id 29284 BPUM RS10790 WP 012010522.1 DQVSEINDDLKKLSEQVSNSYYLLEDSTFQMRSMLDQLEFDPARLDFIESRLNEMKQLKRKYGTTVEEILEYAAKIEEEIDQIQN 340
NTDB id 352 BSU 24240 NP 390304.2 EDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIEN 339
consensus * *!*!!**!!!*!! !!!!!!!!!! !!!!! !!! !!!!! !! *!!*!!!!*!!!!!!!! !!!*!!!!! !!!!!!!!! !

logo RDSTHLQSTLKKNEKLDASMVGSKRDAVALLVEAALNVSEQI
LRKKTWAKKLADKEQIHQRTELKDSLYMEKSTFDTESFKS IVRTYAPSFRSNSETDEANPLLVDNGKQPVQLGTEKNQG

NTDB id 29284 BPUM RS10790 WP 012010522.1 RDTHLQTLKNKLDAMSRDALLEALNVSELRKKWAKKLAKQIQTELKDLYMEKSTFDTSFSIRYAPFSSTDNPLLDGKPVQLGKNG 425
NTDB id 352 BSU 24240 NP 390304.2 RDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASR.NEEAPLVNGQPVQLTEQG 423
consensus !!*!!!*!! !! * *! *!! !!! *!! !!!!!! !* !!! !!!!!!!!!! ! *! !* * * !!* ! !!!! *!

logo IDLQAVKQFLVI STNPTGEPLMKSLSKVASGGE I
LSRVMLAI

VKS I FSASKQQDEVTS I I FDEVDTGVSGRVAQAIAEKIHYKVASAIGSQVLC ITHLP
NTDB id 29284 BPUM RS10790 WP 012010522.1 IDQAQFVISTNPGEPMKSLSKVASGGEISRVMLAVKSIFSAKQEVTSIIFDEVDTGVSGRVAQAIAEKIYKVAAGSQVLCITHLP 510
NTDB id 352 BSU 24240 NP 390304.2 IDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLP 508
consensus !! !*!!!!*!!!*!!!!!!!!!!!*!!!!!!*!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!

logo QVAAMADTHLFYIASKERLSKADGRTLTTRSVKPLSHKEQEKVASE IGRMIAGVEVTDELTKQRHAKELLHKQADNDQVKTTG
NTDB id 29284 BPUM RS10790 WP 012010522.1 QVAAMADTHLFISKRSKAGRTLTSVKPLSHEEKVSEIGRMIAGVEVTELTKQHAKELLHQANDVKTTG 578
NTDB id 352 BSU 24240 NP 390304.2 QVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
consensus !!!!!!!!!!*! ! ! !!! ! !!!!!* !!! !!!!!!!!!!!!*!!! !!!!!!*!! !!!!!
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