
logo

MMFLKRFLMKKNEQTDKQAGFTLVI EML ILVLFL IVI S ILLL IL IL IT IPNI
V
A
TKHQNTAQSTHIQHKSKTGCENAGLQQVKNMVKNASQMVI ETAFYAE I

LDKHENGRKQNMTPPSDSLMIANEDL IQASDEGFYVI
NTDB id 32 MW RS07995 WP 000472256.1 MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFI 80
NTDB id 16 SA RS07765 WP 000472256.1 MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFI 80
NTDB id 292818 DKG78 RS12320 WP 003153087.1 .MLRLKNQDGFTLIEMLIVLFIVSILLLITIPNVTKHNQSIQHKGCEGLQNMVKAQVTAYEIDHEGKMPDMNDLQSEGYI 79
NTDB id 98 BSU 24710 NP 390351.1 .....MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQTPSLADLQSEGYV 75
consensus ****** ***!!!*!!!*!! !*!*!!** !!!* !* *!!* !! * !! !* !* * ! ******!! *!**

logo KEKDNAQATKAVTCKPNSGEKQRTI ILTITSGNGEAVKTVAVENHQ
NTDB id 32 MW RS07995 WP 000472256.1 KEAQKTCKSGETITISNGEAVAN. 103
NTDB id 16 SA RS07765 WP 000472256.1 KEAQKTCKSGETITISNGEAVAN. 103
NTDB id 292818 DKG78 RS12320 WP 003153087.1 KKN.TACPNGKQILISGGEVTVEQ 102
NTDB id 98 BSU 24710 NP 390351.1 KKD.AVCPNGKRIIITGGEVKVEH 98
consensus ! ****!* ! *!*!* !! *
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X ≥ 50% conserved


