
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDKIYAEKLRELDNRNTGSLPSDE I
TKKDEFRPSEKKPSDSLPVLAELAAQE I

MRSYQKPQ
NTDB id 292804 DKG78 RS07790 WP 192452971.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYEKLRELDNTGSLSDTKKEFRPEKKSDSLPVLAELAAQEMRSYQKPQ 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQ.PQ 79
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!*!* !!*!!*!!!*!!!!!!!!!!!!!*!!!!*!!

logo

A
SQPQQSSVQPQLMQS I STSLPAGIPDGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTFM

NTDB id 292804 DKG78 RS07790 WP 192452971.1 AQPQSSQPQMQSITSLPAGIPDGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFM 160
NTDB id 79 BSU 14240 NP 389307.1 SQQQSVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFM 159
consensus !*!! !!!*!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QSL IKMYPEVKKPYRGQYI LEGE I ESQSAEETASAENTAENDTAAE
NTDB id 292804 DKG78 RS07790 WP 192452971.1 QSLIKMYPEVKKPYRGQYILEGEISQETAETANDTAAE 198
NTDB id 79 BSU 14240 NP 389307.1 QSLIKMYPEVKKPYRGQYILEGEIESAESANE...... 191
consensus !!!!!!!!!!!!!!!!!!!!!!!! ******
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