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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLT.QWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNS 79
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLT.QWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNS 79
NTDB id 292747 DKG76 RS13420 WP 003237107.1 ...........MNWLNQHKKTIILAASAAVFIALFFIFSSGKNKEPVKQA.........VS..TE..TENAGVKQEAVKD 56
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQA.........VP..TE..TENTVVKQEANND 56
NTDB id 595 KW2 RS08725 WP 021037687.1 .......MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSP..KPAETLSVEN..LS.SS..ST..KSSVSKFNSSSSE 64
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPH..TPVKETNLQAEVVA.ISKDSS..TEKDVKKEEKEEP 68
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQ..TPVKETNLQAEVVA.VSKDSV..SEKEVKKEEKEEP 68
NTDB id 153 SP RS04730 WP 000387344.1 .......MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQ..TPVKETNLQAEVAA.VSKDSS..TEKEVKKEEKEEP 68
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQ..TPVKETNLQAEVAA.VSKDLV..SEKEVNKEEKEEP 68
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQ..TPVKETNLQAEVAA.VSKDLV..SEKEVNKEEKEEP 68
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQ..TPVKETNLQAEVAA.VSKDLV..SEKEVNKEEKEEP 68
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NTDB id 36 MW RS08230 WP 001793467.1 KNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSV.. 156
NTDB id 20 SA RS08005 WP 001802022.1 KNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSV.. 156
NTDB id 292747 DKG76 RS13420 WP 003237107.1 ESNETIVIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGASEQADEMQVNLAELLQDGTVVYIPKKGEETAVQQGAGGAV.. 134
NTDB id 105 BSU 25590 NP 390437.1 ESNETIVIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSV.. 134
NTDB id 595 KW2 RS08725 WP 021037687.1 KNKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPTGSS 144
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VEQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGSGAP.. 146
NTDB id 493 SM12261 RS04300 WP 000387351.1 LEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAGPGTA.. 146
NTDB id 153 SP RS04730 WP 000387344.1 LEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGSGTA.. 146
NTDB id 263 KZH43 RS04195 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTA.. 146
NTDB id 222 SPD RS04535 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTA.. 146
NTDB id 188 SPR RS04295 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTA.. 146
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NTDB id 36 MW RS08230 WP 001793467.1 .HVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 .HVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 292747 DKG76 RS13420 WP 003237107.1 ...QSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 105 BSU 25590 NP 390437.1 ...QSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 VSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ....SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 ....SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 ....SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 ....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 ....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 ....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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