
logo MRNSRLLLPLMAAASATAGITAAAYFPSAI
VFLFFI LFLL I I FL IKTRHAFL I FIVCFFSF I LFFAVLYATVTDSQRNVSSYQRQGTYKQFS

NTDB id 292745 DKG76 RS13410 WP 032731956.1 MRNSRLLLPLAAASATAGITAAAYFSAVFLFFLFLLIIFIKTRHAFLIFVCFFSFILFFALYTVTDSRNVSSYQQGTYKS 80
NTDB id 107 BSU 25570 NP 390435.1 MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF 80
consensus !!!!!!!!!*!!!!!!!!!!!!!!!*!*!!! !!!!!! !!!!!!!!! !!!!!!!!!! !! !!!! !!!!! !!!!

logo KAVIDSTIPKIDGDRMSMMVI
V
E
KTPDKSEKWAAASYR IQSADGEKDEQLLSYI EPGMSCELTGATLEGEPKNHATVPGATFDYNEYLYRQHI

NTDB id 292745 DKG76 RS13410 WP 032731956.1 KAVIDSIPKIDGDRMSMVIKTPDSEKWAASYRIQSADEKDQLSYIEPGMSCELTGALGEPKHATVPGTFDYNEYLYRQHI 160
NTDB id 107 BSU 25570 NP 390435.1 KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI 160
consensus !!!!!*!!!!!!!!!!!** !!! !!!!! !!!!!! !!*!! !!!!!!!!!!!! ! !! !!!!!! !!!!!!!!!!!!

logo HWNYSVTS IHQNCSEPEVNFKDYKLVLSLRKHYI IVSFTNGSLLPPSDSATGIVQALTVGDRFYVEDEVLNTAYQKLGVVHLLAI SGLHV
NTDB id 292745 DKG76 RS13410 WP 032731956.1 HWNYSVTSIHNCSEPVNFKDKLLSLRKYIVSFTNGLLPSDSAGIVQALTVGDRFYVEDEVLNAYQKLGVVHLLAISGLHV 240
NTDB id 107 BSU 25570 NP 390435.1 HWNYSVTSIQNCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHV 240
consensus !!!!!!!!!*!!!!! !!! !*!!!!!*!*!!!! !!!*!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo GI LTAGLFYIMIRLGITREKAS ILLLLLFLPLYVI
MLTGAAPSVLRAALMSGI

VYLAGSLVKWRVHRSAGTAICLSYIVLLLFNP
NTDB id 292745 DKG76 RS13410 WP 032731956.1 GILTAGLFYIMIRLGITREKASLLLLLFLPLYVILTGAAPSVLRAALMSGIYLAGSLVKWRVHSAGAICLSYIVLLLFNP 320
NTDB id 107 BSU 25570 NP 390435.1 GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNP 320
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!! !!!!!!!!!!!!!!

logo YHLFEAGFQLSFAVSFSL I LSSS I FQQLVKTSLGQLTI
MVS IL IAQLGSLP I LLYHFHQQFS I I S IVPMNMLMVPFYTFC I

VLPGA
NTDB id 292745 DKG76 RS13410 WP 032731956.1 YHLFEAGFQLSFAVSFSLILSSSIFQQLKTSLGQLTMVSIIAQLGSLPILLYHFQQFSIISIPMNMLMVPFYTFCVLPGA 400
NTDB id 107 BSU 25570 NP 390435.1 YHLFEAGFQLSFAVSFSLILSSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!*!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!*!!!!

logo VAGVFLLLSLSAVSAFGRFLFFCSWFDFLL IMSWI
TNRL ITNR IADI

VDVFTI IMIACHPAPAVLLFLFTVTI I LLMLMATI EKRSFLSQLAMI
VTGG

NTDB id 292745 DKG76 RS13410 WP 032731956.1 VAGVFLLSLSVSAGRFFFCWFDFLMSWTNRLITRIADIDVFTIIIACPAPALLFLFTVTIILMLMTIEKRSFSQLAITGG 480
NTDB id 107 BSU 25570 NP 390435.1 VAGVLLLSLSASFGRLFFSWFDLLISWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGG 480
consensus !!!! !!!!! ! !! !!*!!! !*!! !!!!! !!!*!!!!!*!! !!! !!!!!!!!!!!*!! !!!!! !!! *!!!

logo

I
LCCATVLMCFLLFL IYPCSLSSEGEVDMIDIGQGDSMF

YVGAPHQQRGRVL IDTGGTLSYSSEPSWREKQHPFSLGEKVL IPFLTAKG
NTDB id 292745 DKG76 RS13410 WP 032731956.1 LCCAVLCLLLIYPSLSSEGEVDMIDIGQGDSMYVGAPHQQGRVLIDTGGTLSYSSESWREKQHPFSLGEKVLIPFLTAKG 560
NTDB id 107 BSU 25570 NP 390435.1 ICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG 560
consensus *!! !**!! !!!*!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!



logo IKQLDAL I LTHADQDHIGEAE I
TLLKHHKVKRLVIPKGFVSEPKDEKVLQRAAREEGVATI EEVKRGDVLQIKDLQFHQVLSPE

NTDB id 292745 DKG76 RS13410 WP 032731956.1 IKQLDALILTHADQDHIGEAETLLKHHKVKRLVIPKGFVSEPKDEKVLRAAREEGVTIEEVKRGDVLQIKDLQFQVLSPE 640
NTDB id 107 BSU 25570 NP 390435.1 IKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPE 640
consensus !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!*!!!!!

logo

A
TPDPASKNNSSLVLWMEKMTGGMSWI LTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEF IKQQLQPKTAI I SAGEKN

NTDB id 292745 DKG76 RS13410 WP 032731956.1 TPDPASKNNSSLVLWMKMGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIKQLQPKTAIISAGEN 720
NTDB id 107 BSU 25570 NP 390435.1 APDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN 720
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !

logo NRYHHPHQEKVLQI
LLQRHS IRVLRTDQCNGTIQYRYKNRVGTFSVYPPYDTSDITETN

NTDB id 292745 DKG76 RS13410 WP 032731956.1 NRYHHPHQEVLQILQRHSIRVLRTDQCGTIQYRYKNRVGTFSVYPPYDTSDITETN 776
NTDB id 107 BSU 25570 NP 390435.1 NRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYPPYDTSDITETN 776
consensus !!!!!!!! !!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved
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X ≥ 50% conserved


