
logo MLAELS IKNFAI I EELTVSFERGLTVLTGETGAGKS I I IDA I SLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVFLDGI
VC

NTDB id 292734 DKG76 RS12730 WP 003236888.1 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVFDIC 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!

logo AEQGIDVSDEMIVMRRDI STSGKSVCRVNGKLVTIASLRE IGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKQ
NTDB id 292734 DKG76 RS12730 WP 003236888.1 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALQ 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
TYQEGYQRYMVKLLKKLKQLSESEQEMAHRLDL IQFQLEE I ESAKLELNEDEQLQEERQQI SNFEKIYESLQNAYNALRSE

NTDB id 292734 DKG76 RS12730 WP 003236888.1 AYQEGYQRYMKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGGLDWVGMASAQLEDI SDINEPLKKLMSESVSNSYYLLEDATFQMRNMLDELEFYDPERLNYI ETRLNE IKQLKRKYGASTV
NTDB id 292734 DKG76 RS12730 WP 003236888.1 QGGLDWVGMASAQLEDISDINEPLKKLSESVSNSYYLLEDATFQMRNMLDELEYDPERLNYIETRLNEIKQLKRKYGASV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!

logo EDI LEYASKI EEE IDQI ENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKATWAKKLADE IHRELKSLYMEKSTFDTEFKV
NTDB id 292734 DKG76 RS12730 WP 003236888.1 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKAWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RTASRNEEAP I
LVNGQPVQLTEQGIDLVKFL I STNTGEPLKSLSKVASGGELSRVMLAIKS I FSSQQDVTS I I FDEVDTGV

NTDB id 292734 DKG76 RS12730 WP 003236888.1 RTASRNEEAPIVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SGRVAQAIAEKIHKVS IGSQVLC ITHLPQVAAMADMTHLYIAKELKDGRTTTHRVKPLSKQEKVAVE IGRMIAGVEVTDLTKR
NTDB id 292734 DKG76 RS12730 WP 003236888.1 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADMHLYIAKELKDGRTTTHVKPLSKQEKVVEIGRMIAGVEVTDLTKR 560
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!



logo HAKELLKQADQVKTTG
NTDB id 292734 DKG76 RS12730 WP 003236888.1 HAKELLKQADQVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !!!!!!!!!!!!!!!!
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