
logo MEGAI EQFLAVGRSGSGKTKTAL I ILENES IKQDEEQLRLRADPFLGKPP I I FLVPDQMTFLMEYELAKTPSDEAMGGMIRAKQVFSFSTRLAWRS IVLQHQTGGAMNSRPQ
NTDB id 29264 BPUM RS05115 WP 041815374.1 MEIQFLAGRSGSGKTTAILEEIKEQLRLDPLGPPIIFLVPDQMTFLMEYELAKTSEAGGMIRAKVFSFTRLAWSILQQTGGANRQ 85
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTGGMSRP 85
consensus ! !! !!!!!!!! !* ! * !! ! !*!!!!!!!!!!!!!!!!!!!!!** !!!!!! !!!!*!!!! *!!*!!! !*

logo FLVTSTGI
VQMLLRKLVI EEHQKDQEKFKVFYKQKASDKPSGFTVAEQI
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LSEYRTEGERRVALASEKLHDLHS IVLYQ

NTDB id 29264 BPUM RS05115 WP 041815374.1 FVTSTGIQMLLRKVIEEQKDKFKVFKKASDKPGFVEQIEKTMAEFKRYCMLPEEIEKISVESMLSEYTEERRAAEKLHDLHVLYQ 170
NTDB id 120 BSU 10620 NP 388943.2 FLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSEKLHDLSILYQ 170
consensus !*!!!!*!!!!!!*!!!*! !!!* !!!!!*!! !*!* * !!!!!!* !!*! ** !!! !! !!!!!!**!!!

logo QMEEKHSLAQDEQYLVHSEDYLNTLLAEQHQIPLSAEDE IKGAHIY I
VDGFYQFTPQEQFLLRVI

LEQLLML
VHAAEHKI

VTAFASFLTAVDKQPSSYHYDEREQPHNELDELFRMT
NTDB id 29264 BPUM RS05115 WP 041815374.1 QMEEHLQDEYVHSEDYLNLLAQQIPSAEEIKGAHIYIDGFYQFTPQQLLVIEQLLLHAAKVTAAFTVDQSYHDRQPNELDLFRMT 255
NTDB id 120 BSU 10620 NP 388943.2 QMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKPSYEREPHELELFRMT 255
consensus !!! *! ! !*!!!!!! !!! *!! !!*!!!!!!!*!!!!!!!!! !*!!!**!! **! ! ! * **! !*!!*!!!!!

logo GKTYFYQRLHYQKLAKECLGNALDI STEYKTEI FLESGRNTEHRHLTKYTPDELAHYLEAHQYEAQRPAVI
QPYAQEKNQTEPAHLTVMSKQASANSKRRAE I

LEGI
VARDE IHLADLVREKGLY

NTDB id 29264 BPUM RS05115 WP 041815374.1 GKTYFQLYQLAKECGADISETIFERNHRHLYTPDLAYLEHQYEQRPVQPYQENTPHLTVSKSASKRAEIEGVARDILDLVREKGL 340
NTDB id 120 BSU 10620 NP 388943.2 GKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANRRAELEGIAREIHALVREKGY 340
consensus !!!!* !*! !!!* !!* *!! !!*!!*!!*!!! !! !! ! **!!! ! *!!!*!!*!!*!* !!!!!!
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VARHQPVDEDYKDMTLVKEVFARDYDE IPFYF IDGKNAESML

Q
N
YHPL I EFL IRSSLDVI

LKGNWRYEAVFRCVKTEFLLFPLENEIPTKANKAVREQ
NTDB id 29264 BPUM RS05115 WP 041815374.1 RLRDISVVARHVDDYKDTLKEVFRDYDIPFFIDGNESMQYHPLIELIRSSLDVIKGNWRYEAVFRCVKTEFLFPLEITKNKAREQ 425
NTDB id 120 BSU 10620 NP 388943.2 RYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRYEAVFRCVKTELLFPLNEPKAKVREQ 425
consensus ! *!* **!!***!!!! *!!!! !!*!!*!!!! !! !!!!! !!!!!!!*!!!!!!!!!!!!!!!! !!!! *! ! !!!

logo

A
VDQLENYC IAYGI

VKGDERWTKNGDSRFHQYRRFQVSLDDEDFARQTDQE I EMENQMLNDTVKRDEWITVPPLFYQLQKRLMKKNAKQKTVQRDEKMAVEALVYRVFYLE
NTDB id 29264 BPUM RS05115 WP 041815374.1 ADQLENYCIAYGVKGERWTNGSRFHYRRFQSLDEDFRQTDQEIEMEQMLNDVKEWITPPLYQLQKRLKNAQKVRDMVEAVYVFLE 510
NTDB id 120 BSU 10620 NP 388943.2 VDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDWIVPPLFQLQKRMKKAKTVQEKAEALYRYLE 510
consensus !!!!!!!!!!!*!!*!!! ! !!*!!!! !!!*!! !!!!!!!!!*!!!! **!! !!!*!!!!!*! ! ! * !!*! *!!
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MGDDEE I
LSFLDPLFQQMIDEATGALAESLKTFASL IPPASLDQVF IVGNSMDL

NTDB id 29264 BPUM RS05115 WP 041815374.1 EIQVPDKLEKARLEAEEAGRLAEAMQHGQVWDAVIQLMDEFVDMLGDEELSFPLFQQMIDTGLASLKFALIPPSLDQVFIGSMDL 595
NTDB id 120 BSU 10620 NP 388943.2 ETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDL 595
consensus ! !! !!* ! !!* !!* !! !! ! !!!!!!!**!!!*!*!!*!*! *!!!!!!* ! !! ! !!!! !!!!!*! !!!



logo SRMYGQTVKSCMTF IV I
LGAVNDGVI

LPARPDSDEENGSVLSDEDDREWLKRTAIGAVELASESGTGKRERLLDEHQFL IYMQAFLSSPSDHHRLYLVSYAPAIASDAEGKRSTLL
NTDB id 29264 BPUM RS05115 WP 041815374.1 SRMYQVKCMFIIGVNDGVIPARPSDESVLSEDDREWLKRAGAELAETGKERLLDEQFLIYQALSSPSHHLYLSYAASDAEGRSLL 680
NTDB id 120 BSU 10620 NP 388943.2 SRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELSSGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLL 680
consensus !!!! ! !**! !!!!*!!!! * !!!*!!!!!!! ! !! !*!!!!!!*!!!! ! !!!!**!!*!!* !!!!**!!
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NTDB id 29264 BPUM RS05115 WP 041815374.1 PSPLIKYCQELMPNHQQALYVLDPELLEDDEQLKFVANEHVSLSYTISQLQQWLNQYPISGVWWSVYNYLMTSPNRDVSKNIMSS 765
NTDB id 120 BSU 10620 NP 388943.2 PSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKSVAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSS 765
consensus !!***! * !! !*! ! *!! * !*!!! *! ! *! !*! !!! ! !*!! !!!! !! !!* * ! !! * !!

logo LFFRTNERAVKPQLEKPRNSVSTKREQLYGDEHR IQGSVSRMEKTFNACAPFSHFASHGLHKLKDERQFFYKLEAPDIGQLFHSASLKHL I SDRTLRVEQKKLDWKRDN
NTDB id 29264 BPUM RS05115 WP 041815374.1 LFFTNRAKPLKPNVTKELYGDHIQGSVSRMEKFNACAFSHFASHGLKLKDRQFYKLEAPDIGQLFHSALKHISDTLVEQKKDWKN 850
NTDB id 120 BSU 10620 NP 388943.2 LFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRD 850
consensus !!! ! !*! * !** !!!**!!!!!!!!! !!!!*!!!!!!!!!*!!*!!!*!!!!!!!!!!!!! !!*!!! ! !!! !!*

logo LTKEDQCEVLTFYSRYDHAI
VEQRLAPKRLQKE I LLSSNRHAYYI

VKEKLQKI LV I
TRVSGS I LSEHAKAVSGFSVP I

VGLELGFGGKQGPLPPFLTFQLKNGC
NTDB id 29264 BPUM RS05115 WP 041815374.1 LTKEDCVTYSRHAIEQLAPRLQKEILLSSNRHAYIKEKLQKILIRVSSILSEHAKVSGFSPVGLELGFGGQGPLPPFTFQLKNGC 935
NTDB id 120 BSU 10620 NP 388943.2 LTKEQCELFSYDAVERLAPKLQKEILLSSNRHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGC 935
consensus !!!! ! *! *!*! !!!*!!!!!!!!!!!! !*!!!!!!!* !!! !!!!!!! !!! !*!!!!!!!! !!!!! !!!!!!!!

logo TMELVGR IDRVDKAEGSSKGLFLLR IVDYKSSDEKGLDLAEVYYGLALQMLTYLDLSTITHYSAKDEWLGI
M
E
RATPAGI

VLYFHIHDPFMIQASNP I
L

NTDB id 29264 BPUM RS05115 WP 041815374.1 TMELVGRIDRVDKAEGSKGLFLRIVDYKSSEKGLDLAEVYYGLALQMLTYLDLTITYSKEWLGIEATPAGILYFHIHDPFIQAPI 1020
NTDB id 120 BSU 10620 NP 388943.2 TMELVGRIDRVDKAESSKGLLLRIVDYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNL 1020
consensus !!!!!!!!!!!!!!! !!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!*! *!!!* !!!!!*!!!!!!!! !! **

logo PLAGELDE I EQE I FKKFKMKGLLLEGDQVEAVVKRLMDQTTLEQESGRSNQI
V INQAGLKKDGSFLRSDSAAVLVGSEDKEHFDHI

LLTKQHVRRTFEQEAGEQR ITDN
NTDB id 29264 BPUM RS05115 WP 041815374.1 PLAEDEIEQEIFKKFKMKGLLLEDVEAVKLMDQTLESGRSQVIQAGLKKDGSFRSDSAVLSEDHFHILTQHVRRTFEEAGERITN 1105
NTDB id 120 BSU 10620 NP 388943.2 PLGLDEIEQEIFKKFKMKGLLLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITD 1105
consensus !!* !!!!!!!!!!!!!!!!!! ! ! !*!!! !! !!!**!*!!!!!!!! !!!!! * ! *!**!! !!!!!! !!!! !!

logo GERVAS I ENPYKLMKDNKQTPCRTFYCASFKS IVCQFDES ILEDENDEFYRPVLKTASEKDDKTVI
V
I
LERWIKKEAGDGQNYAEHNSTKTE

NTDB id 29264 BPUM RS05115 WP 041815374.1 GEVAINPYKLKDQTPCRFCSFKSICQFDESIEDNDFRVLTSEKDDVVIERIKKEGDQYANTKTE 1169
NTDB id 120 BSU 10620 NP 388943.2 GRVSIEPYKMKNKTPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS... 1166
consensus ! ! ! !!!*! !!! *! !!!*!!!!!!*!*!**!*! !!! **! !!!!*! *****



X non conserved

X similar

X ≥ 50% conserved


